
miRBase precursor : dme-mir-iab-8_MI0005805
Total read count : 62
dme-miR-iab-8-3p_MIMAT0005464 read count: 52
dme-miR-iab-8-5p_MIMAT0005463 read count: 10
remaining reads : 0
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dme-miR-iab-8-5p_MIMAT0005463

dme-miR-iab-8-3p_MIMAT0005464

ucguguuacguauacugaagguauaccggauaggauacacucaggauacauucaguauacguuuacga -3'5'- exp

(((((..((((((((((((.((((.((.((..(....)..)).)))))).)))))))))))).))))) reads mm sample

.....uuacgCauacugaagguau............................................ 1 1 seq

.....uuacguauacugaagguauacc......................................... 1 0 seq

.....uuacguauacugaagguauaccg........................................ 5 0 seq

.....Auacguauacugaagguauaccgga...................................... 1 1 seq

.....uuacguauacugaagguauaAcgga...................................... 1 1 seq

.....uuacguauacugaagguauaccggU...................................... 1 1 seq

..........................................aggauacaCucaguauacguuu.... 1 1 seq

..........................................aggauacauucaguauacguuu.... 2 0 seq

..........................................aggauacauucaguauacguuua... 4 0 seq

...........................................ggauacauucaguauacg....... 1 0 seq

...........................................ggauacauucaguauacguuu.... 4 0 seq

...........................................ggauacaCucaguauacguuu.... 1 1 seq

...........................................ggauacauucaguauacguuua... 35 0 seq

...........................................ggaGacauucaguauacguuua... 1 1 seq

...........................................ggauacauucaguauacguuuaA.. 3 1 seq


