miRBase precursor : dme-mir-iab-4_MI10000432
Total read count 14112
dme-miR-iab-4-3p_MIMATBED413 read count
dme-miR-iab-4-5p_MIMATOREMRI12 read count
remaining reads 12
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........................................ Agguauaccuucaguauacguaac. - - . seq

........................................ cggCauaccuucaguauacguaac. . . . seq

cAguauaccuucaguauacguaac. . . . 3 seq
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cgguauaccuucaguauacguaaAa. - - seq
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........................................ cgguauaccuucaguauacguaacu. . . 1 1 seq
........................................ cgguauaccuucaguauacguaaca. . - 2 0 seq
......................................... gguauaccuucaguauacgua. . . - - . 10 0 seq
......................................... gguauaccuucaguauacguaa. - . - - 42 0 seq
......................................... gguauaccuucaguauacgucCa. . . . . 1 1 seq
......................................... gguaualUcuucaguauacguaac. - - . 1 1 seq
......................................... gguauaccuucaguauacguaac. . . . 16 0 seq
- . . -gguauGccuucaguauacguaac. - . - 1 1 seq

guauaccuucaguauacguaac. - - . 4 0 seq

guauaccuucagCauacguaac. . . . 1 1 seq

uauaccuucaguauacgua. . - - - . 3 0 seq

uauaccuucaguauacguaaca. - . 6 0 seq

uauaccuucaguauacguaacaA. . 1 1 seq




