
miRBase precursor : dme-mir-999_MI0005861
Total read count : 928
dme-miR-999-3p_MIMAT0005519 read count: 894
dme-miR-999-5p_MIMAT0020899 read count: 31
remaining reads : 3
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aaggaugccgcucaauuaccccgacauagucauacggugaauguuguguauuggagaccaauguuaacuguaagacugugucucggugguugccagcccagccac -3'5'- exp

..((.((..(((((((((((..(((((((((.((((((.(((((((.((.......))))))))).)))))).)))))))))..))))))))..))).)).)).. reads mm sample

...gaugccgcucaauuaccccg.................................................................................. 1 0 seq

....aCgccgcucaauuaccccg.................................................................................. 1 1 seq

.....ugccgcucaauuaccccg.................................................................................. 1 0 seq

.......................acauaCucauacggugaa................................................................ 1 1 seq

.......................acauagucauacggugaauguu............................................................ 26 0 seq

.......................acauagucauacggugaauguug........................................................... 2 0 seq

.......................acauagucauacggugaauguuU........................................................... 1 1 seq

........................cauagucauacggugaauguu............................................................ 1 0 seq

............................................................auguuaacuguaagacugugucu...................... 3 0 seq

.............................................................uguuaacuguaagacuguCu........................ 1 1 seq

.............................................................uguuaacuguaagacuguguc....................... 3 0 seq

.............................................................uguuCacuguaagacugugucu...................... 2 1 seq

.............................................................uguuaacuguaGgacugugucu...................... 5 1 seq

.............................................................uguuGacuguaagacugugucu...................... 1 1 seq

.............................................................uguuaacuguaagacugugGcu...................... 2 1 seq

.............................................................uguuaacuguaaCacugugucu...................... 2 1 seq

.............................................................uguuaacCguaagacugugucu...................... 2 1 seq

.............................................................uguuaacuguaagacugAgucu...................... 1 1 seq

.............................................................uguuaacuguaagacugugucu...................... 777 0 seq

.............................................................uguuaacuguaagacugugucA...................... 2 1 seq

.............................................................uguuaacuguGagacugugucu...................... 8 1 seq

.............................................................uguuaacuguaagacugCgucu...................... 2 1 seq

.............................................................uguuaacAguaagacugugucu...................... 1 1 seq

.............................................................uguAaacuguaagacugugucu...................... 1 1 seq

.............................................................Aguuaacuguaagacugugucu...................... 14 1 seq

.............................................................uguuaacuguaagacAgugucu...................... 5 1 seq

.............................................................uguuaacuguaagacuguAucu...................... 1 1 seq

.............................................................uUuuaacuguaagacugugucu...................... 2 1 seq

.............................................................uguGaacuguaagacugugucu...................... 2 1 seq

.............................................................uguuaacuguaagacCgugucu...................... 1 1 seq

.............................................................uguuaacugAaagacugugucu...................... 1 1 seq

.............................................................uguuaacuUuaagacugugucu...................... 2 1 seq

.............................................................uguuaaGuguaagacugugucu...................... 1 1 seq

.............................................................uguuaacuguaagaAugugucu...................... 1 1 seq



aaggaugccgcucaauuaccccgacauagucauacggugaauguuguguauuggagaccaauguuaacuguaagacugugucucggugguugccagcccagccac
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.............................................................uguuaacuguaagCcugugucu...................... 1 1 seq

.............................................................uguuaacuguaagacugugucC...................... 4 1 seq

.............................................................uguuaacuguaagacugugCcu...................... 2 1 seq

.............................................................uguuaacugCaagacugugucu...................... 3 1 seq

.............................................................uguuaacuguaaAacugugucu...................... 5 1 seq

.............................................................ugGuaacuguaagacugugucu...................... 2 1 seq

.............................................................uguuaacuguaagacuguCucu...................... 1 1 seq

.............................................................uguuaacuguaagacuAugucu...................... 3 1 seq

.............................................................uguuaacuguaaUacugugucu...................... 1 1 seq

.............................................................Cguuaacuguaagacugugucu...................... 6 1 seq

.............................................................uguuaacuguaagGcugugucu...................... 2 1 seq

.............................................................uguuaGcuguaagacugugucu...................... 1 1 seq

.............................................................uguuaacuguaagacugugucuU..................... 1 1 seq

.............................................................ugGuaacuguaagacugugucuc..................... 1 1 seq

.............................................................uguuaacuguaagacugugucuA..................... 12 1 seq

..............................................................guuaacuguaagacugugucu...................... 5 0 seq

................................................................uaacuguaagacugugucu...................... 1 0 seq


