
miRBase precursor : dme-mir-998_MI0005860
Total read count : 5291
dme-miR-998-5p_MIMAT0020898 read count: 1007
dme-miR-998-3p_MIMAT0005518 read count: 4280
remaining reads : 4
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ccucgugucaaauucauuuuggaacugaauucucgugggucugcacugacaacacugaccgcuccagggcaaauuguucauuuugaaauugaaauucuguagcaccaugagauucagcucuggcgugaauuucaaacaugcau -3'5'- exp
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....gugucaaauucauuuugga........................................................................................................................ 1 0 seq

.......................acugaauucucUugggucu..................................................................................................... 1 1 seq

.......................acugaauucucgugggucu..................................................................................................... 5 0 seq

.......................acugaauucucgugggucug.................................................................................................... 5 0 seq

.......................acugaauucucgugggucuU.................................................................................................... 1 1 seq

.......................acugaauucucgugggucGgc................................................................................................... 1 1 seq

.......................acugaauucucAugggucugc................................................................................................... 1 1 seq

.......................acugaauucAcgugggucugc................................................................................................... 1 1 seq

.......................acugaauucucguggguAugc................................................................................................... 1 1 seq

.......................acugaauucucgugggucugU................................................................................................... 1 1 seq

.......................acugaauucucgugggucugG................................................................................................... 1 1 seq

.......................acugaauucucguggUucugc................................................................................................... 1 1 seq

.......................acugaauucucgugggucugA................................................................................................... 1 1 seq

.......................acugaauucucguAggucugc................................................................................................... 1 1 seq

.......................acugaauucucgugggucuAc................................................................................................... 1 1 seq

.......................acugaauucucgugggucugc................................................................................................... 138 0 seq

.......................acugaauucucgugggucugAa.................................................................................................. 1 1 seq

.......................acugaauucucgugggucGgca.................................................................................................. 1 1 seq

.......................acuAaauucucgugggucugca.................................................................................................. 3 1 seq

.......................acugaauucucgugggucugcG.................................................................................................. 1 1 seq

.......................acugaauucucgGgggucugca.................................................................................................. 1 1 seq

.......................acugaauucCcgugggucugca.................................................................................................. 1 1 seq

.......................acugGauucucgugggucugca.................................................................................................. 1 1 seq

.......................acugaauucucgugggGcugca.................................................................................................. 5 1 seq

.......................acugaauucucgugggCcugca.................................................................................................. 1 1 seq

.......................acugaauucucguggAucugca.................................................................................................. 1 1 seq

.......................aAugaauucucgugggucugca.................................................................................................. 2 1 seq

.......................acugaauucucguggUucugca.................................................................................................. 1 1 seq

.......................acugaauucucgugggucugca.................................................................................................. 782 0 seq

.......................acugaauucucguCggucugca.................................................................................................. 1 1 seq

.......................acugaauucucgugggucugUa.................................................................................................. 1 1 seq

.......................acugaauucucgugAgucugca.................................................................................................. 1 1 seq

.......................acugaauucucgugggucugcC.................................................................................................. 3 1 seq

.......................acugaauucucgugUgucugca.................................................................................................. 2 1 seq
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.......................acugaauuAucgugggucugca.................................................................................................. 1 1 seq

.......................acugaauucucgugggAcugca.................................................................................................. 2 1 seq

.......................acugaauucucguggguGugca.................................................................................................. 1 1 seq

.......................acugaauucucCugggucugca.................................................................................................. 2 1 seq

.......................acugaauucucgugggucugcU.................................................................................................. 2 1 seq

.......................acAgaauucucgugggucugca.................................................................................................. 1 1 seq

.......................acugaauGcucgugggucugca.................................................................................................. 1 1 seq

.......................acCgaauucucgugggucugca.................................................................................................. 1 1 seq

.......................acugaauucucgugggucugcaA................................................................................................. 8 1 seq

.......................acugaauucucgugggucugcac................................................................................................. 1 0 seq

.......................acugaauucucgugggucugcacu................................................................................................ 1 0 seq

.......................acugaauucucgugggucugcacuga.............................................................................................. 1 0 seq

........................cugaauucucgugggucugc................................................................................................... 4 0 seq

........................cugaauucucgugggucugca.................................................................................................. 10 0 seq

.........................ugaauucucgugggucugca.................................................................................................. 2 0 seq

........................................................gaccgcuccagggcCaauuguuc................................................................ 1 1 seq

..................................................................................................Auagcaccaugagauucagcuc....................... 3 1 seq

...................................................................................................uagcaccaugagauucag.......................... 4 0 seq

...................................................................................................uagcaccaugagauucagc......................... 8 0 seq

...................................................................................................uagcaccaugagauucUgcu........................ 1 1 seq

...................................................................................................uagcaccaugGgauucagcu........................ 1 1 seq

...................................................................................................uagcaccaugagauucagcu........................ 235 0 seq

...................................................................................................uagcaccaugagauucagcG........................ 1 1 seq

...................................................................................................uagcaccaugagauuAagcu........................ 1 1 seq

...................................................................................................uagUaccaugagauucagcu........................ 1 1 seq

...................................................................................................uagcaUcaugagauucagcu........................ 1 1 seq

...................................................................................................uagcaccaugagauucagAu........................ 1 1 seq

...................................................................................................uagcaccGugagauucagcu........................ 2 1 seq

...................................................................................................uagcaccaugagaGucagcu........................ 1 1 seq

...................................................................................................uCgcaccaugagauucagcu........................ 1 1 seq

...................................................................................................Aagcaccaugagauucagcu........................ 8 1 seq

...................................................................................................uagcGccaugagauucagcu........................ 1 1 seq

...................................................................................................uagcCccaugagauucagcuc....................... 1 1 seq

...................................................................................................uGgcaccaugagauucagcuc....................... 3 1 seq

...................................................................................................uagcaccaCgagauucagcuc....................... 10 1 seq

...................................................................................................uagcaccaugagGuucagcuc....................... 10 1 seq

...................................................................................................uaAcaccaugagauucagcuc....................... 14 1 seq

...................................................................................................uagcaccaugagauucagcAc....................... 1 1 seq

...................................................................................................uagcaccaugagCuucagcuc....................... 5 1 seq

...................................................................................................uagcaccaugagUuucagcuc....................... 1 1 seq

...................................................................................................Cagcaccaugagauucagcuc....................... 26 1 seq

...................................................................................................uagcaccauAagauucagcuc....................... 5 1 seq

...................................................................................................uagcacAaugagauucagcuc....................... 1 1 seq

...................................................................................................uaUcaccaugagauucagcuc....................... 2 1 seq

...................................................................................................uagcaccGugagauucagcuc....................... 6 1 seq

...................................................................................................uagcaccCugagauucagcuc....................... 2 1 seq

...................................................................................................uagcaccaugaAauucagcuc....................... 3 1 seq

...................................................................................................uagcaccaugagauucUgcuc....................... 8 1 seq

...................................................................................................uagcGccaugagauucagcuc....................... 9 1 seq

...................................................................................................uagcaAcaugagauucagcuc....................... 2 1 seq

...................................................................................................uagcaccaugagauucagcGc....................... 6 1 seq

...................................................................................................uagcaccaugagauucaAcuc....................... 6 1 seq

...................................................................................................uagcaccaugagauucagAuc....................... 4 1 seq

...................................................................................................uagcaccaugagauGcagcuc....................... 2 1 seq

...................................................................................................Gagcaccaugagauucagcuc....................... 5 1 seq

...................................................................................................Aagcaccaugagauucagcuc....................... 147 1 seq

...................................................................................................uagcaccaugagauucagUuc....................... 4 1 seq

...................................................................................................uagcaccaugagaCucagcuc....................... 10 1 seq

...................................................................................................uagcaccaugagauucagcCc....................... 6 1 seq

...................................................................................................uagcaccaugaUauucagcuc....................... 2 1 seq

...................................................................................................uagcaccaugagauucagcuc....................... 3345 0 seq

...................................................................................................uagUaccaugagauucagcuc....................... 1 1 seq

...................................................................................................uagcaccaugagauuAagcuc....................... 1 1 seq

...................................................................................................uagcaccaugagauucCgcuc....................... 4 1 seq

...................................................................................................uagcaccaugagaGucagcuc....................... 4 1 seq

...................................................................................................uagcaccaugagauuUagcuc....................... 1 1 seq

...................................................................................................uagcaccaugagauucGgcuc....................... 4 1 seq

...................................................................................................uagcaccaugCgauucagcuc....................... 2 1 seq

...................................................................................................uagcaccaAgagauucagcuc....................... 1 1 seq
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...................................................................................................uCgcaccaugagauucagcuc....................... 3 1 seq

...................................................................................................uaCcaccaugagauucagcuc....................... 1 1 seq

...................................................................................................uagcaccaugagauucaUcuc....................... 4 1 seq

...................................................................................................uagcaccaugagauCcagcuc....................... 1 1 seq

...................................................................................................uagcaccaugagauucagcuU....................... 71 1 seq

...................................................................................................uagcaccaugagauuGagcuc....................... 1 1 seq

...................................................................................................uagcaccaugagauucagcuA....................... 47 1 seq

...................................................................................................uagcaccaugagauucagcuUu...................... 3 1 seq

...................................................................................................Cagcaccaugagauucagcucu...................... 1 1 seq

...................................................................................................uagcaccaugagauucagcucA...................... 12 1 seq

...................................................................................................uagcaccaugagauucagcucu...................... 28 0 seq

...................................................................................................uagcaccaugagauucagcucC...................... 108 1 seq

...................................................................................................uagcaccaugagauucagcucuU..................... 5 1 seq

....................................................................................................agcaccaugagauucagcuc....................... 2 0 seq

....................................................................................................Ggcaccaugagauucagcuc....................... 1 1 seq

....................................................................................................agcacAaugagauucagcuc....................... 1 1 seq

.....................................................................................................gcaccaugagauucagcu........................ 2 0 seq

.....................................................................................................gAaccaugagauucagcuc....................... 3 1 seq

.....................................................................................................gcaccGugagauucagcuc....................... 1 1 seq

.....................................................................................................gcaccaugagauucaUcuc....................... 1 1 seq

.....................................................................................................gcaccaugagauucagcuc....................... 44 0 seq

.....................................................................................................gcaccaugagauucagcucA...................... 1 1 seq

.....................................................................................................gcaccaugagauucagcucu...................... 2 0 seq

......................................................................................................Aaccaugagauucagcuc....................... 1 1 seq

......................................................................................................caccaugagauucagcuc....................... 2 0 seq

........................................................................................................................uggcgugaauuucaaacaugcaA 2 1 seq


