
miRBase precursor : dme-mir-995_MI0005856
Total read count : 9076
dme-miR-995-3p_MIMAT0005514 read count: 8304
remaining reads : 772
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dme-miR-995-3p_MIMAT0005514

caccugcaccccgcagcccgaauuaugugggagcugcgccguuuccguaauccguagcaccacaugauucggcuucgugguacaggauau -3'5'- exp

..((((.(((.((.((((.(((((((((((..((((((..(((.....))).)))))).))))))))))))))).)).))).)))).... reads mm sample

..............agcccgaauuaugugggagcugcg.................................................... 1 0 seq

...............gcccgaauuaugugggagc........................................................ 2 0 seq

...............gcccgaauuaugugggagcu....................................................... 2 0 seq

...............gcccgaauuaugugAgagcug...................................................... 1 1 seq

...............gcccgaauuaugugggagcug...................................................... 27 0 seq

...............gcccgaauuaugugggaUcug...................................................... 1 1 seq

...............gcccgaauuaugugggaCcugc..................................................... 1 1 seq

...............gcccAaauuaugugggagcugc..................................................... 1 1 seq

...............gcccgaauuaugugggagcugA..................................................... 2 1 seq

...............gcccgaauuaCgugggagcugc..................................................... 1 1 seq

...............gcccgaGuuaugugggagcugc..................................................... 1 1 seq

...............gcccgaauuaugugggagUugc..................................................... 1 1 seq

...............gcAcgaauuaugugggagcugc..................................................... 1 1 seq

...............gcccgaauuaugugggagcugU..................................................... 1 1 seq

...............gcccgaauuaugugggGgcugc..................................................... 1 1 seq

...............gcccgaauuaugugggagcugc..................................................... 173 0 seq

...............gcccgaauuauguggAagcugcg.................................................... 6 1 seq

...............gcccgaauuaugugggagcuUcg.................................................... 1 1 seq

...............gcAcgaauuaugugggagcugcg.................................................... 2 1 seq

...............gcccgaauuaugugggagcugcg.................................................... 324 0 seq

...............gcccgaauuaugugggagGugcg.................................................... 1 1 seq

...............gcccgaauuaugGgggagcugcg.................................................... 1 1 seq

...............gcccgaauuaugugggagcugUg.................................................... 1 1 seq

...............gcccgaauuaugugUgagcugcg.................................................... 1 1 seq

...............gcccgaauuaugugggCgcugcg.................................................... 3 1 seq

...............Acccgaauuaugugggagcugcg.................................................... 1 1 seq

...............gcccgaauuaugAgggagcugcg.................................................... 1 1 seq

...............gccUgaauuaugugggagcugcg.................................................... 1 1 seq

...............gcccgaauuaCgugggagcugcg.................................................... 1 1 seq

...............gcccgaauuaugugggagcugAg.................................................... 1 1 seq

...............gcccgaauuaugugggagcGgcg.................................................... 1 1 seq

...............gcccgaauuauCugggagcugcg.................................................... 1 1 seq

...............gcccgaauuaugugggagcugcU.................................................... 2 1 seq

...............gcccgaauuauguggUagcugcg.................................................... 3 1 seq

...............gcccgaauuaugugggagcCgcg.................................................... 3 1 seq
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...............Ucccgaauuaugugggagcugcg.................................................... 1 1 seq

...............gcccgaauuaugugggagcugcA.................................................... 3 1 seq

...............gcccgaauuaugugggagcugcgG................................................... 1 1 seq

...............gcccgaauuaugugggagcugcgA................................................... 6 1 seq

...............gcccgaauuaugugggagcugcgU................................................... 12 1 seq

...............gcccgaauuaugugggagcugcgc................................................... 2 0 seq

................cccgaauuaugugggagc........................................................ 1 0 seq

................cccgaauuaugugggagcugc..................................................... 11 0 seq

................cccgaauuaugugggagcugcU.................................................... 1 1 seq

................Accgaauuaugugggagcugcg.................................................... 7 1 seq

................cccgaauuauAugggagcugcg.................................................... 1 1 seq

................cAcgaauuaugugggagcugcg.................................................... 1 1 seq

................cccgaaCuaugugggagcugcg.................................................... 1 1 seq

................cccgaauuaugugggagcugcA.................................................... 5 1 seq

................cccgaauuaugugggagcugcg.................................................... 118 0 seq

................cccgaauuaugugggGgcugcg.................................................... 1 1 seq

................Accgaauuaugugggagcugcgc................................................... 1 1 seq

................cccgaauuaugugggagcugcgc................................................... 17 0 seq

................cccgaauuaugugggagcugcgcc.................................................. 1 0 seq

..............................................guaauccguagcaccacG.......................... 1 1 seq

..............................................guaauccguagcaccaca.......................... 4 0 seq

.....................................................Auagcaccacaugauucggcuu............... 15 1 seq

......................................................uagcaccacaugauucgg.................. 10 0 seq

......................................................uagcacUacaugauucggc................. 1 1 seq

......................................................uagcaccacaugauucggG................. 1 1 seq

......................................................uagcaccacaugauucggc................. 12 0 seq

......................................................uagcaGcacaugauucggcu................ 1 1 seq

......................................................uagcaccacaugauucggcA................ 2 1 seq

......................................................Aagcaccacaugauucggcu................ 6 1 seq

......................................................uagcaccacaugUuucggcu................ 1 1 seq

......................................................uagcaccacaugauucggUu................ 1 1 seq

......................................................uagcaccacauUauucggcu................ 1 1 seq

......................................................uagcaccacaugauucggcC................ 1 1 seq

......................................................uagcaccacaugaGucggcu................ 1 1 seq

......................................................uagcaccacaugauucAgcu................ 1 1 seq

......................................................uagcaccacaugauucggAu................ 2 1 seq

......................................................uagcaccacaugauucUgcu................ 1 1 seq

......................................................uagcaccacauCauucggcu................ 1 1 seq

......................................................uagcaccacaugauucggcu................ 301 0 seq

......................................................uagcaccacaugaCucggcu................ 2 1 seq

......................................................uagcaccaUaugauucggcu................ 1 1 seq

......................................................uagcaccacGugauucggcuu............... 9 1 seq

......................................................uagcaccaAaugauucggcuu............... 1 1 seq

......................................................uagcaccacaugauucgCcuu............... 3 1 seq

......................................................uagcaccacaugauucggcuG............... 4 1 seq

......................................................uagcaccacaugauucggcuA............... 75 1 seq

......................................................uagcaccacaugGuucggcuu............... 17 1 seq

......................................................uGgcaccacaugauucggcuu............... 4 1 seq

......................................................Aagcaccacaugauucggcuu............... 148 1 seq

......................................................uagcaccacauAauucggcuu............... 9 1 seq

......................................................uaAcaccacaugauucggcuu............... 7 1 seq

......................................................uagcaccacaugauucgAcuu............... 11 1 seq

......................................................uagcaccacaugauucUgcuu............... 20 1 seq

......................................................uagcaccacaugauucAgcuu............... 18 1 seq

......................................................uagcaccacaugUuucggcuu............... 2 1 seq

......................................................uagcCccacaugauucggcuu............... 2 1 seq

......................................................uagcacUacaugauucggcuu............... 12 1 seq

......................................................uagcaccacaugaGucggcuu............... 5 1 seq

......................................................uagcaccacaGgauucggcuu............... 3 1 seq

......................................................uagcaUcacaugauucggcuu............... 5 1 seq

......................................................Cagcaccacaugauucggcuu............... 24 1 seq

......................................................uagcaccacaugauucggcuu............... 6884 0 seq

......................................................uagcaccUcaugauucggcuu............... 5 1 seq

......................................................uagcaccacaCgauucggcuu............... 10 1 seq

......................................................uagcaccacaugauucggcCu............... 16 1 seq

......................................................uagcaccacaugauGcggcuu............... 5 1 seq

......................................................uagcaAcacaugauucggcuu............... 5 1 seq

......................................................uagcaccacaugauucggAuu............... 4 1 seq

......................................................uagcaccacaugauuGggcuu............... 1 1 seq

......................................................uagcaccacaugaCucggcuu............... 15 1 seq
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......................................................uagcaGcacaugauucggcuu............... 3 1 seq

......................................................uagcaccCcaugauucggcuu............... 2 1 seq

......................................................uagcaccacaugauCcggcuu............... 10 1 seq

......................................................uagcaccacaugauucCgcuu............... 1 1 seq

......................................................uagcaccacaugCuucggcuu............... 9 1 seq

......................................................uagcaccaUaugauucggcuu............... 4 1 seq

......................................................uagcaccacaugauuUggcuu............... 10 1 seq

......................................................uagUaccacaugauucggcuu............... 1 1 seq

......................................................uagcaccacaugauAcggcuu............... 1 1 seq

......................................................uaCcaccacaugauucggcuu............... 3 1 seq

......................................................uagcaccacauUauucggcuu............... 8 1 seq

......................................................uagcaccacaugauuAggcuu............... 4 1 seq

......................................................uagcaccGcaugauucggcuu............... 8 1 seq

......................................................Gagcaccacaugauucggcuu............... 4 1 seq

......................................................uagcaccacaugauucggcGu............... 7 1 seq

......................................................uagcaccacaugauucggUuu............... 3 1 seq

......................................................uagcaccacaugauucgUcuu............... 5 1 seq

......................................................uagcaccacaugauucggcAu............... 1 1 seq

......................................................uagcaccacCugauucggcuu............... 3 1 seq

......................................................uagcaccacauCauucggcuu............... 1 1 seq

......................................................uaUcaccacaugauucggcuu............... 2 1 seq

......................................................uagcacAacaugauucggcuu............... 1 1 seq

......................................................uagAaccacaugauucggcuu............... 1 1 seq

......................................................uagcUccacaugauucggcuu............... 4 1 seq

......................................................uagcGccacaugauucggcuu............... 11 1 seq

......................................................uagcaccacaugauucggcuC............... 16 1 seq

......................................................uagcaccacaugauucggcuuc.............. 20 0 seq

......................................................uagcaccacaugauucggcuAc.............. 1 1 seq

......................................................uagcaccacaugauucggcuuA.............. 221 1 seq

......................................................uagcaccacaugauucggcuuG.............. 2 1 seq

......................................................uagcaccacaugauCcggcuuc.............. 1 1 seq

......................................................uagcaccacaugauucggcuuU.............. 200 1 seq

......................................................uagcaccacaugauucggcuucU............. 1 1 seq

......................................................uagcaccacaugauucggcuucA............. 1 1 seq

.......................................................aCcaccacaugauucggcuu............... 1 1 seq

.......................................................agcaccacaugauucggcuu............... 9 0 seq

.......................................................agcaccacaugauucggcuuA.............. 1 1 seq

........................................................gcaccacaugauCcggcuu............... 1 1 seq

........................................................gcaccacaugauucggcuu............... 32 0 seq

........................................................gcaccacaGgauucggcuu............... 1 1 seq

........................................................gcaccacaugauucggcuuU.............. 3 1 seq

...................................................................uucggcuucgugguacaggau.. 4 0 seq


