
miRBase precursor : dme-mir-993_MI0005854
Total read count : 875
dme-miR-993-5p_MIMAT0020893 read count: 56
dme-miR-993-3p_MIMAT0005512 read count: 819
remaining reads : 0
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aacgcucccgugaccuacccuguaguuccgggcuuuuguuuaaauggcguucggcacauugucggacugcuggcucgauuaucagaagcucgucucuacagguaucucacaggguagaa -3'5'- exp

....(((((((((..((((.(((((...((((((((((......(((((((((((.....))))))).))))..........))))))))))...)))))))))..)))).))).)).. reads mm sample

..............cuacccuguaguuccgggcuu.................................................................................... 2 0 seq

..............cuacccuguGguuccgggcuuuu.................................................................................. 1 1 seq

..............cuacccuguaguuccgggcuuuu.................................................................................. 1 0 seq

..............cuacccuguaguuccggAcuuuug................................................................................. 1 1 seq

..............Auacccuguaguuccgggcuuuug................................................................................. 1 1 seq

..............cuacccuguaguuccgggcuuuug................................................................................. 19 0 seq

...............uacccuguaguuccgggcuuu................................................................................... 2 0 seq

...............uacccuguaguuccgggcuuuu.................................................................................. 10 0 seq

...............uacccuguaguAccgggcuuuu.................................................................................. 1 1 seq

...............uacccuguaguuccgggcuuuug................................................................................. 14 0 seq

...............uacccuguaguuccgggcuuuugA................................................................................ 1 1 seq

................acccuguaguuccgggcuuuug................................................................................. 1 0 seq

.................cccuguaguuccgggcuuuu.................................................................................. 1 0 seq

.................cccuguaguuccgggcuuuugu................................................................................ 1 0 seq

...................................................................................agaagcucgucucuacagguau.............. 1 0 seq

....................................................................................gaagcucgucucuacaggu................ 1 0 seq

....................................................................................gaagcucgucucCacagguau.............. 2 1 seq

....................................................................................gaagcucgucucuacagguau.............. 19 0 seq

....................................................................................gaagcucgucucAacagguauc............. 1 1 seq

....................................................................................gaagcucgucucuacaCguauc............. 1 1 seq

....................................................................................gaagcucgCcucuacagguauc............. 1 1 seq

....................................................................................gaagcucgucucuacagCuauc............. 1 1 seq

....................................................................................gaagcucgucucuacagguauU............. 3 1 seq

....................................................................................gaagcucgucucuacagAuauc............. 2 1 seq

....................................................................................gaagcucgucucuUcagguauc............. 1 1 seq

....................................................................................Aaagcucgucucuacagguauc............. 1 1 seq

....................................................................................gaagcucgucuUuacagguauc............. 1 1 seq

....................................................................................gaagcucgucucuacagguauc............. 68 0 seq

....................................................................................gGagcucgucucuacagguauc............. 1 1 seq

....................................................................................gaagcucgucAcuacagguaucu............ 3 1 seq

....................................................................................gaagcucgAcucuacagguaucu............ 1 1 seq

....................................................................................gaagcucgucucuacaAguaucu............ 13 1 seq

....................................................................................gaagcucgucucuGcagguaucu............ 2 1 seq

....................................................................................gaagcucgucucGacagguaucu............ 1 1 seq



aacgcucccgugaccuacccuguaguuccgggcuuuuguuuaaauggcguucggcacauugucggacugcuggcucgauuaucagaagcucgucucuacagguaucucacaggguagaa

dme-miR-993-5p_MIMAT0020893

dme-miR-993-3p_MIMAT0005512

....................................................................................gaagcucgucucCacagguaucu............ 5 1 seq

....................................................................................gaagcucgucucuacaggGaucu............ 1 1 seq

....................................................................................gaagcucgucucuacagAuaucu............ 1 1 seq

....................................................................................Aaagcucgucucuacagguaucu............ 1 1 seq

....................................................................................gaagcucgucucuacaUguaucu............ 1 1 seq

....................................................................................gaagcucgucCcuacagguaucu............ 2 1 seq

....................................................................................gaagcucUucucuacagguaucu............ 1 1 seq

....................................................................................gaagcAcgucucuacagguaucu............ 1 1 seq

....................................................................................gaCgcucgucucuacagguaucu............ 1 1 seq

....................................................................................gaagcucgGcucuacagguaucu............ 1 1 seq

....................................................................................gaagcucgucucuacagguaGcu............ 2 1 seq

....................................................................................gaagcucgucucuacaggCaucu............ 2 1 seq

....................................................................................gaagcucgucucuacaggAaucu............ 2 1 seq

....................................................................................gaagcucgucucuacaCguaucu............ 4 1 seq

....................................................................................gaagcGcgucucuacagguaucu............ 3 1 seq

....................................................................................gaagcucgucucuacagguaCcu............ 2 1 seq

....................................................................................gaagcucgucucAacagguaucu............ 2 1 seq

....................................................................................gaagcucgucucuacagUuaucu............ 1 1 seq

....................................................................................gaagcucgucucuacagCuaucu............ 1 1 seq

....................................................................................gaagcucgucucuacagguaucu............ 635 0 seq

....................................................................................gGagcucgucucuacagguaucu............ 3 1 seq

....................................................................................gaaAcucgucucuacagguaucu............ 1 1 seq

....................................................................................gaagcucgucucuacagguaucA............ 5 1 seq

....................................................................................gaagcucgucucuCcagguaucu............ 1 1 seq

....................................................................................gaagcucgucucuacagguaucC............ 1 1 seq

....................................................................................gaagcucgucucuacGgguaucu............ 1 1 seq

....................................................................................gUagcucgucucuacagguaucu............ 1 1 seq

....................................................................................gaagcucgucucuacagguauUu............ 4 1 seq

....................................................................................gaagcucgucucuacCgguaucu............ 3 1 seq

....................................................................................gaagcucgucucuacagguCucu............ 1 1 seq

....................................................................................gaagcucgucucuacagguaucuU........... 1 1 seq

.....................................................................................aagcucgucucuacagguaucu............ 2 0 seq

......................................................................................agcucgucucuacagguaucu............ 1 0 seq

.......................................................................................gcucgucucuacagguauc............. 1 0 seq


