
miRBase precursor : dme-mir-992_MI0005852
Total read count : 902
dme-miR-992-5p_MIMAT0020891 read count: 48
dme-miR-992-3p_MIMAT0005510 read count: 854
remaining reads : 0
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dme-miR-992-3p_MIMAT0005510

dme-miR-992-5p_MIMAT0020891

auuuucccaagugccugguaucagcaaaguguuauuuuuuauguuuauguaaaguacacguuucugguacuaaguacuucgagaaaguuacc -3'5'- exp

(((((((.((((((.(((((((((....((((....((((((......)))))).))))....))))))))).)))))).).)))))).... reads mm sample

...............ugguaucagcaaaguguuauu........................................................ 6 0 seq

...............ugguaAcagcaaaguguuauu........................................................ 1 1 seq

...............ugguaucagcaaaguguuauuu....................................................... 13 0 seq

...............ugguaucGgcaaaguguuauuuu...................................................... 1 1 seq

...............ugguaucagcaaaguguuauuuA...................................................... 2 1 seq

...............ugguaucagcaaaguguuauuuu...................................................... 20 0 seq

...............ugguaucagcaaaguguuauuuuA..................................................... 1 1 seq

...............ugguaucagcaaaguguuauuuuuu.................................................... 3 0 seq

..................uaucagcaaaguguuauuuuuu.................................................... 1 0 seq

....................................................aguacacguuucugguac...................... 2 0 seq

....................................................aguacacguuucugguacu..................... 10 0 seq

....................................................aguacacguuucuggAacua.................... 1 1 seq

....................................................aguacacguuucugguacua.................... 75 0 seq

....................................................aguacacguuAcugguacua.................... 1 1 seq

....................................................aguacacguuucugguaUua.................... 1 1 seq

....................................................aguacacguuucCgguacua.................... 1 1 seq

....................................................aguacacguuucuggGacuaa................... 1 1 seq

....................................................aguacUcguuucugguacuaa................... 1 1 seq

....................................................aguacacguuucugguGcuaa................... 1 1 seq

....................................................aguacacguuucugguacuaa................... 146 0 seq

....................................................aguacacguuucugAuacuaa................... 1 1 seq

....................................................aguacacguuucugCuacuaa................... 1 1 seq

....................................................aguacacgCuucugguacuaa................... 1 1 seq

....................................................aguacacguuAcugguacuaa................... 1 1 seq

....................................................aguacacAuuucugguacuaa................... 1 1 seq

....................................................aguacacguuucugguacuaG................... 3 1 seq

....................................................aguacacgCuucugguacuaag.................. 2 1 seq

....................................................aguacacguuucugguacuUag.................. 1 1 seq

....................................................aguacaUguuucugguacuaag.................. 1 1 seq

....................................................aguacacguuucuggAacuaag.................. 1 1 seq

....................................................aguacacguuCcugguacuaag.................. 1 1 seq

....................................................aguacacguuucugguacuaag.................. 484 0 seq

....................................................aguacacguuucugguacuaaA.................. 51 1 seq

....................................................aUuacacguuucugguacuaag.................. 1 1 seq



auuuucccaagugccugguaucagcaaaguguuauuuuuuauguuuauguaaaguacacguuucugguacuaaguacuucgagaaaguuacc

dme-miR-992-3p_MIMAT0005510

dme-miR-992-5p_MIMAT0020891

....................................................aguacacguuucuggGacuaag.................. 3 1 seq

....................................................aguacacguuucugguacGaag.................. 1 1 seq

....................................................aguacacguuuUugguacuaag.................. 1 1 seq

....................................................aguacacguuucCgguacuaag.................. 1 1 seq

....................................................aguacacguuAcugguacuaag.................. 1 1 seq

....................................................aguacacguuucugguGcuaag.................. 1 1 seq

....................................................aguacacguuucugguacuaaU.................. 2 1 seq

....................................................aguacacguuucugguacuaUg.................. 1 1 seq

....................................................agCacacguuucugguacuaag.................. 1 1 seq

....................................................aguacacguuucugAuacuaag.................. 1 1 seq

....................................................aguacacguuucugguacuGag.................. 1 1 seq

....................................................aguacacguuucugguacuaGg.................. 5 1 seq

....................................................Gguacacguuucugguacuaag.................. 2 1 seq

....................................................agAacacguuucugguacuaag.................. 2 1 seq

....................................................aguacacUuuucugguacuaag.................. 1 1 seq

....................................................aguacacguuucugguUcuaag.................. 1 1 seq

....................................................aguacacguuucugguacuaagu................. 1 0 seq

....................................................aguacacguuucugguacuaagC................. 1 1 seq

....................................................aguacacguuucugguacuaagA................. 20 1 seq

....................................................aguacacguuucugguacuaagua................ 2 0 seq

.....................................................guacacguuucugguacuaa................... 3 0 seq

.....................................................guacacguuucugguacuaag.................. 8 0 seq

.....................................................guacacguuucugguacuaagu................. 4 0 seq


