
miRBase precursor : dme-mir-991_MI0005851
Total read count : 124
dme-miR-991-5p_MIMAT0020890 read count: 12
dme-miR-991-3p_MIMAT0005509 read count: 112
remaining reads : 0

5'
U
A
U C AC

U G C A G
U U

U C A G G
C U U U U C C

CA A C U A C A
CC UAU U A A U A

C
AU A UU

U
U
A
A

CGUC
C
UAUUAAAGUUGUAGUUUGGAAAGUUUUGGUU

UUGCA
U

U3'

freq.

length

1

0.75

0.5

0.25

0

dme-miR-991-3p_MIMAT0005509

dme-miR-991-5p_MIMAT0020890

uaucacugcaguuucaggcuuuucccaacuacaccuauuaauacauauuuuaacguccuauuaaaguuguaguuuggaaaguuuugguuuugcauu -3'5'- exp

......(((((..(((((.((((((.(((((((.((.((((((...............)))))))).))))))).)))))).)))))..))))).. reads mm sample

....................uuucccaacuacaccuauuaau...................................................... 1 0 seq

....................uuucccaacuacaUcuauuaau...................................................... 1 1 seq

....................uuucccaacuacaUcuauuaaua..................................................... 3 1 seq

....................uuucccaacuacaccuauuaaua..................................................... 4 0 seq

.....................uucccaacuacaUcuauuaaua..................................................... 2 1 seq

.....................uucccaacuacaccuauuaaua..................................................... 1 0 seq

............................................................uuaaaguuguaguuuggaa................. 1 0 seq

............................................................uuaaaguuguaguuuggaaa................ 1 0 seq

............................................................uuaaaguuguaguuuggaaag............... 15 0 seq

............................................................uuaaaguuguaguuuggUaag............... 1 1 seq

............................................................uuaaaguuguaguuuggaUag............... 1 1 seq

............................................................uuaaaguuguaguuuggGaag............... 1 1 seq

............................................................uuaaaguuguaguuuUgaaagu.............. 1 1 seq

............................................................uuaaaguuguaguuugUaaagu.............. 1 1 seq

............................................................uuaaaguuguaUuuuggaaagu.............. 1 1 seq

............................................................uuaaaguuguaguuuggaaagu.............. 84 0 seq

............................................................uuaaaguuguaguuuggaaaguA............. 2 1 seq

.............................................................uaaaguuguaguuuggaaagu.............. 2 0 seq

.............................................................uUaaguuguaguuuggaaagu.............. 1 1 seq


