
miRBase precursor : dme-mir-987_MI0005846
Total read count : 232
dme-miR-987-3p_MIMAT0020885 read count: 3
dme-miR-987-5p_MIMAT0005504 read count: 229
remaining reads : 0
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dme-miR-987-5p_MIMAT0005504

dme-miR-987-3p_MIMAT0020885

uguuggacuguguuuaaaguaaauagucuggauugaugaaaguugcauucgagaauucaucaacaggcauuuacuucaacugcaguuugaacaa -3'5'- exp

(((..((((((..((.((((((((.(((((...(((((((..((.......))..))))))).))))))))))))).))..))))))..).)). reads mm sample

..............uaaaguaaauagucuggauug........................................................... 1 0 seq

..............uaaaguaaauagucuggauuga.......................................................... 5 0 seq

..............uaaaguaaauaguUuggauugau......................................................... 1 1 seq

..............uaaaguaaauagucuggauugau......................................................... 40 0 seq

..............uaaagAaaauagucuggauugau......................................................... 1 1 seq

..............uaaaguaaauagucuAgauugau......................................................... 1 1 seq

..............uaaaguaaauagucuggaCugau......................................................... 1 1 seq

..............uaGaguaaauagucuggauugau......................................................... 1 1 seq

..............uaaaguaaauagucuggauugGu......................................................... 1 1 seq

..............uaaaguaaauagucuggauugUu......................................................... 1 1 seq

..............uaaaguaaaAagucuggauugaug........................................................ 1 1 seq

..............uaGaguaaauagucuggauugaug........................................................ 1 1 seq

..............uaaaguaaauagucuggauugUug........................................................ 1 1 seq

..............uaaaguaaauagucuggGuugaug........................................................ 3 1 seq

..............uaaaguaaauagucugCauugaug........................................................ 1 1 seq

..............uaaagAaaauagucuggauugaug........................................................ 2 1 seq

..............Aaaaguaaauagucuggauugaug........................................................ 1 1 seq

..............uaaaguaaauagucuggauugaug........................................................ 78 0 seq

..............uaaaguaaauagucuggauugaugU....................................................... 1 1 seq

..............uaaaguaaauagucuggauCgauga....................................................... 1 1 seq

..............uaaaguaaauagucCggauugauga....................................................... 1 1 seq

..............uaaaguaaGuagucuggauugauga....................................................... 1 1 seq

..............Aaaaguaaauagucuggauugauga....................................................... 1 1 seq

..............uaaaguaaauagucuggauugauga....................................................... 61 0 seq

..............uaaaguaaauagucuggauugUuga....................................................... 1 1 seq

..............uaaaguaaauagucuggauugaugaa...................................................... 3 0 seq

...............aaaguaaauagucuggauugau......................................................... 2 0 seq

...............Caaguaaauagucuggauugaug........................................................ 1 1 seq

...............aaaguaaauagucuggauugaug........................................................ 8 0 seq

...............aaaguaaauagucuggauugauga....................................................... 4 0 seq

................aaguaaauagucuggauugaug........................................................ 1 0 seq

.................aguaaauagucuggauugaug........................................................ 1 0 seq

.................aguaaauagucuggauugauga....................................................... 1 0 seq

..........................................................aucaacaggcauuuacuucaa............... 1 0 seq



uguuggacuguguuuaaaguaaauagucuggauugaugaaaguugcauucgagaauucaucaacaggcauuuacuucaacugcaguuugaacaa

dme-miR-987-5p_MIMAT0005504

dme-miR-987-3p_MIMAT0020885

...........................................................ucaacaggcauuuacuucaa............... 1 0 seq

...........................................................ucaacaggcauuuacuucaacA............. 1 1 seq


