
miRBase precursor : dme-mir-986_MI0005845
Total read count : 650
dme-miR-986-5p_MIMAT0005503 read count: 624
dme-miR-986-3p_MIMAT0020884 read count: 24
remaining reads : 2
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dme-miR-986-3p_MIMAT0020884

dme-miR-986-5p_MIMAT0005503

cacaccugaaauuacccaucucgaauagcguugugacugagguaacugcgcaucgaaucuacucagcggcgaggcuauucaaguaagguuauuuugggcc -3'5'- exp

....((..((((.(((...((.(((((((.((((..(((((.......((...))......)))))..)))).))))))).))...))).))))..)).. reads mm sample

..................ucucgaauagcguuguga................................................................ 1 0 seq

..................ucucgaauagUguugugacu.............................................................. 18 1 seq

..................ucucgaauagcguugugacu.............................................................. 4 0 seq

..................ucucgaauagcguugugCcu.............................................................. 1 1 seq

..................ucucgaauagAguugugacug............................................................. 1 1 seq

..................ucucgaauagUguugugacug............................................................. 49 1 seq

..................ucucAaauagcguugugacug............................................................. 1 1 seq

..................ucucgaauagcguugAgacug............................................................. 1 1 seq

..................ucucgaauagcguugugacug............................................................. 8 0 seq

..................ucucgaauagcguuguCacuga............................................................ 1 1 seq

..................ucucgaauagAguugugacuga............................................................ 2 1 seq

..................ucucgaauagcguugAgacuga............................................................ 3 1 seq

..................ucucgaaCagcguugugacuga............................................................ 1 1 seq

..................ucucgaauagcguugCgacuga............................................................ 2 1 seq

..................ucuUgaauagcguugugacuga............................................................ 1 1 seq

..................ucucgaauagcguugugacugU............................................................ 1 1 seq

..................ucucgaauagcguugugGcuga............................................................ 1 1 seq

..................ucucgaauagcguugugacuga............................................................ 103 0 seq

..................Acucgaauagcguugugacuga............................................................ 2 1 seq

..................ucucgaauagUguugugacuga............................................................ 377 1 seq

..................ucucgaauagcguugugacugaA........................................................... 15 1 seq

..................ucucgaauagcguugugacugaU........................................................... 3 1 seq

..................ucucgaauagUguugugacugag........................................................... 19 1 seq

..................ucucgaauagcguugugacugag........................................................... 4 0 seq

..................ucucgaauagUguugugacugaggu......................................................... 1 1 seq

...................cucgaauagUguugugacuga............................................................ 1 1 seq

...................cucgaauagcguugugacugag........................................................... 1 0 seq

...................cucgaauagUguugugacugag........................................................... 1 1 seq

.....................cgaauagcguugugacugaggua........................................................ 1 0 seq

........................................gguaacugcgcaucgaaucuacu..................................... 1 0 seq

........................................gguaacugcgcaucgaaucuacuc.................................... 1 0 seq

................................................................agcggcgaggcuauucaagua............... 3 0 seq

................................................................agcggcgaggcuaAucaaguaa.............. 1 1 seq

................................................................agcggcgaggcuauuUaaguaa.............. 5 1 seq



cacaccugaaauuacccaucucgaauagcguugugacugagguaacugcgcaucgaaucuacucagcggcgaggcuauucaaguaagguuauuuugggcc

dme-miR-986-3p_MIMAT0020884

dme-miR-986-5p_MIMAT0005503

................................................................agcggcgaggcuauucaaguaa.............. 12 0 seq

................................................................agcggcgagAcuauucaaguaa.............. 1 1 seq

.................................................................gcggcgaggcuauucaaguaa.............. 1 0 seq

....................................................................gcgaggcuauucaaguaa.............. 1 0 seq


