
miRBase precursor : dme-mir-985_MI0005844
Total read count : 137
dme-miR-985-3p_MIMAT0005502 read count: 123
dme-miR-985-5p_MIMAT0020883 read count: 14
remaining reads : 0
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dme-miR-985-3p_MIMAT0005502

dme-miR-985-5p_MIMAT0020883

uauauaauagcacugcuggcucauugguacauuucauaaguaccuuaucaaauguuccaauggucgggcagagcuauuauuugucc -3'5'- exp

...((((((((.(((((.(..((((((.((((((.(((((...))))).)))))).))))))..).))))).))))))))...... reads mm sample

...............cuggcucauugguacauuuc................................................... 1 0 seq

...............cuggcucauugguacauuuca.................................................. 5 0 seq

...............Auggcucauugguacauuuca.................................................. 1 1 seq

...............cuggcucauugguacauuucau................................................. 7 0 seq

................................................caaauguuccaauggucg.................... 16 0 seq

................................................caaauguuccaauggucggg.................. 1 0 seq

................................................caaauguuccaauggucgggc................. 5 0 seq

................................................caaauguuccaauggucgggca................ 90 0 seq

................................................caaauguuccaauggGcgggca................ 2 1 seq

................................................caaauguuccaauggucgggcU................ 2 1 seq

................................................caaauUuuccaauggucgggca................ 1 1 seq

................................................caaauguuccaauggucgggcaA............... 4 1 seq

................................................caaauguuccaauggucgggcaC............... 1 1 seq

.................................................aaauguuccaauggucgggca................ 1 0 seq


