miRBase precursor : dme-mir-984_MI0005842
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............... ugagguaaauacgguugAaauuu 3 1 seq
............... ugagguaaauacAguuggaauuu 1 1 seq
............... uUagguaaauacgguuggaauuu 2 1 seq
............... ugagguaaauacgguuggaauuu 882 0 seq
............... ugagguaCauacgguuggaauuu 1 1 seq
............... ugagguaaauacgguuggaaGuu 5 1 seq
............... ugagguaaauacgguuggaauuC 1 1 seq
............... ugagguaaauacgguuAgaauuu 2 1 seq
............... ugagguUaauacgguuggaauuu 1 1 seq
............... ugaggCaaauacgguuggaauuu 1 1 seq
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............... ugagguaaauacggGuggaauuu 1 1 seq
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............... ugagguaaauacgAuuggaauuu 1 1 seq
. .ugaggAaaauacgguuggaauuu. . . 2 1 seq
............... ugagguaaauacgguuggaaAuu 1 1 seq
............... ugagguaaauacgguuggCauuu 2 1 seq
............... uCagguaaauacgguuggaauuu 1 1 seq
............... ugagguaaauacgguuggaaCuu 1 1 seq
............... ugagguaaauacgguuggaGuuu 5 1 seq
............... Agagguaaauacgguuggaauuu 1 1 seq
............... ugagguaaauacgguuggaauGu 1 1 seq
............... ugagguaaGuacgguuggaauuu 2 1 seq
............... ugaggGaaauacgguuggaauuu 1 1 seq
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