
miRBase precursor : dme-mir-983-1_MI0005840
Total read count : 242
dme-miR-983-5p_MIMAT0005499 read count: 120
remaining reads : 122
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dme-miR-983-5p_MIMAT0005499

uauauugcaauaauuaaauaauacguuucgaacuaaugauuuucaguucauucauuagguaguuacgcauuaucuaguuguuguaaacauu -3'5'- exp

....((((((((((((.(((((.(((..(...(((((((............)))))))...)..))).))))).))))))))))))..... reads mm sample

.................auaauacguuucgaacua........................................................ 1 0 seq

.................auaauacguuucgUacuaaug..................................................... 1 1 seq

.................auaauacguuucgaacuaauA..................................................... 1 1 seq

.................auaauacguuucgaacuaaug..................................................... 27 0 seq

.................auaauacguuucgaacuaaGg..................................................... 1 1 seq

.................auaauacguuGcgaacuaauga.................................................... 1 1 seq

.................auaauacUuuucgaacuaauga.................................................... 1 1 seq

.................auaauacguuucgaacuaaCga.................................................... 1 1 seq

.................auaauacguuucgaacuaauga.................................................... 73 0 seq

.................auaauacguuucUaacuaauga.................................................... 1 1 seq

.................auaauacguuucgaacuaauAa.................................................... 2 1 seq

.................auaauacguuucgCacuaauga.................................................... 1 1 seq

.................auaauacguuucgaGcuaauga.................................................... 1 1 seq

.................auaauacguuucgaacCaauga.................................................... 1 1 seq

.................auaauacguuucgaacuaaugaA................................................... 5 1 seq

..................uaauacguuucgaacuaauga.................................................... 1 0 seq

..................uaauacguuucgaacuaaugau................................................... 1 0 seq

.....................................................auuagguaguuacgcauuau.................. 2 0 seq

.....................................................auuagguaguuacgcauuauc................. 2 0 seq

.....................................................auuagguaguCacgcauuauc................. 1 1 seq

.....................................................auuagguaCuuacgcauuaucu................ 1 1 seq

.....................................................auuagguaguuacgcauuaucu................ 56 0 seq

.....................................................auuagguaguuacgcCuuaucu................ 1 1 seq

.....................................................auuagguaguCacgcauuaucu................ 1 1 seq

.....................................................auuagguaguuacgcauuGucu................ 3 1 seq

.....................................................auuagguGguuacgcauuaucua............... 1 1 seq

.....................................................auuagguaguuacgcauuaucua............... 20 0 seq

.....................................................auuagguaguuacgcauuaucuaA.............. 2 1 seq

......................................................uuagguaguuacgcauua................... 1 0 seq

......................................................uuagguaguuacgcauuaucu................ 25 0 seq

......................................................uuagguaguuacgcauuaucua............... 5 0 seq

......................................................uuagguaguuacgcauuaucuU............... 1 1 seq


