
miRBase precursor : dme-mir-981_MI0005838
Total read count : 2191
dme-miR-981-3p_MIMAT0005497 read count: 2183
dme-miR-981-5p_MIMAT0020878 read count: 8
remaining reads : 0
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dme-miR-981-5p_MIMAT0020878

dme-miR-981-3p_MIMAT0005497

aaacauccucacugaagucggguuucguuagcagcgggcuguuuuaauaaauucaacaaguucguugucgacgaaaccugcaugcuguguggaaaau -3'5'- exp

.....(((.(((.(....((((((((((..(((((((((((((...........))).))))))))))..))))))))))....).))).))).... reads mm sample

..................cggguuucguuagcagcgggcu......................................................... 7 0 seq

..................cggguuucguCagcagcgggcu......................................................... 1 1 seq

............................................................uucguugucgacgaaacc................... 1 0 seq

............................................................uucguugucgacgaaaccu.................. 5 0 seq

............................................................uucguugucgacgaaaccug................. 18 0 seq

............................................................uucguugucgacgaaacGugc................ 1 1 seq

............................................................uucguugucgacgaaaccugG................ 1 1 seq

............................................................uucUuugucgacgaaaccugc................ 1 1 seq

............................................................uucguugucgacgaaaUcugc................ 1 1 seq

............................................................uucguugucgacgaaaccugc................ 189 0 seq

............................................................uucguugucgacgaaaccCgc................ 1 1 seq

............................................................uucguugGcgacgaaaccugc................ 1 1 seq

............................................................Cucguugucgacgaaaccugc................ 1 1 seq

............................................................uucguugucgacgGaaccugc................ 1 1 seq

............................................................uucguugucgacgGaaccugca............... 6 1 seq

............................................................uucguugucgCcgaaaccugca............... 1 1 seq

............................................................uucguugucgacgaaaAcugca............... 1 1 seq

............................................................uucguugucgacgaaacGugca............... 1 1 seq

............................................................uucguugucgacgaaaccuUca............... 1 1 seq

............................................................Cucguugucgacgaaaccugca............... 4 1 seq

............................................................uuUguugucgacgaaaccugca............... 1 1 seq

............................................................uucguugucgacgaaaccuCca............... 3 1 seq

............................................................uucguugucgacgUaaccugca............... 1 1 seq

............................................................uucguugucgacgaaacAugca............... 2 1 seq

............................................................uCcguugucgacgaaaccugca............... 2 1 seq

............................................................uucguugGcgacgaaaccugca............... 2 1 seq

............................................................uucgAugucgacgaaaccugca............... 1 1 seq

............................................................uucguuUucgacgaaaccugca............... 2 1 seq

............................................................Aucguugucgacgaaaccugca............... 17 1 seq

............................................................uucguugucgacAaaaccugca............... 4 1 seq

............................................................uucguugucgacgaaacUugca............... 1 1 seq

............................................................uucguugucgacgaaaccugca............... 1662 0 seq

............................................................uucguugucgacgaaaccugcU............... 2 1 seq

............................................................uucguugucAacgaaaccugca............... 2 1 seq



aaacauccucacugaagucggguuucguuagcagcgggcuguuuuaauaaauucaacaaguucguugucgacgaaaccugcaugcuguguggaaaau

dme-miR-981-5p_MIMAT0020878

dme-miR-981-3p_MIMAT0005497

............................................................uucguugucgacgaaaccugAa............... 1 1 seq

............................................................uucguugucgacgaGaccugca............... 3 1 seq

............................................................uucguugucgacgaaGccugca............... 5 1 seq

............................................................uucguugucgacgaaaccuAca............... 1 1 seq

............................................................uucguuAucgacgaaaccugca............... 3 1 seq

............................................................uucguugucgUcgaaaccugca............... 1 1 seq

............................................................uucguAgucgacgaaaccugca............... 1 1 seq

............................................................uucguugucgacgaaaccGgca............... 4 1 seq

............................................................uucguugucgacgaCaccugca............... 4 1 seq

............................................................uucguugucUacgaaaccugca............... 2 1 seq

............................................................uucguCgucgacgaaaccugca............... 1 1 seq

............................................................uucUuugucgacgaaaccugca............... 1 1 seq

............................................................uucguugucgacgaaaccugUa............... 4 1 seq

............................................................uAcguugucgacgaaaccugca............... 1 1 seq

............................................................uucguuCucgacgaaaccugca............... 1 1 seq

............................................................uucguugucgacgaaaccugcG............... 8 1 seq

............................................................uucguugucgacgaaUccugca............... 1 1 seq

............................................................uucguugucgacgCaaccugca............... 2 1 seq

............................................................uucguugucgacgaaaccCgca............... 2 1 seq

............................................................uucguugucgGcgaaaccugca............... 5 1 seq

............................................................uucAuugucgacgaaaccugca............... 3 1 seq

............................................................uucguGgucgacgaaaccugca............... 1 1 seq

............................................................uucgCugucgacgaaaccugca............... 1 1 seq

............................................................uucguugucgacgaaCccugca............... 2 1 seq

............................................................uucguugCcgacgaaaccugca............... 1 1 seq

............................................................uucguugucgacgaaaccAgca............... 1 1 seq

............................................................uucguugucgacCaaaccugca............... 3 1 seq

............................................................uucguuguUgacgaaaccugca............... 4 1 seq

............................................................uucguugucgacgaaaccugcaA.............. 138 1 seq

............................................................uucguugucgacgaaaccugcaC.............. 7 1 seq

............................................................uucguugucgacgaaaccugcaG.............. 1 1 seq

............................................................uucguugucgacgaaaccugcau.............. 17 0 seq

.............................................................ucguugucgacgaaaccCgca............... 1 1 seq

.............................................................ucguugucgacgaaaccugca............... 6 0 seq

.............................................................Acguugucgacgaaaccugca............... 1 1 seq

.............................................................ucguugucgacgaaaccugcaA.............. 7 1 seq

..............................................................cguugucgacgaaaccugcaA.............. 1 1 seq


