
miRBase precursor : dme-mir-980_MI0005837
Total read count : 833
dme-miR-980-5p_MIMAT0020877 read count: 48
dme-miR-980-3p_MIMAT0005496 read count: 785
remaining reads : 0
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dme-miR-980-3p_MIMAT0005496

dme-miR-980-5p_MIMAT0020877

aguugauuguaugucaguuuuucauuuggccuggcuagcuuacuccuuuuuaaauauugcuagcugccuugugaagggcuuacguguaauugcaguuc -3'5'- exp

....((((((((((.((((((((((..(((..(((((((...................))))))))))..)))))))))).))))))))))....... reads mm sample

..............caguuuCucauuuggccuggcuag............................................................ 1 1 seq

...............aguuuuucauuuggccuggcu.............................................................. 1 0 seq

...............aguuuuucauuuggccuggcuag............................................................ 4 0 seq

...............aguuuuucauuuggccuggcuagc........................................................... 39 0 seq

...............aguGuuucauuuggccuggcuagc........................................................... 1 1 seq

...............aguuuuucauuuggccuggcuagU........................................................... 1 1 seq

...............aguuuuucauuuggccuggcuagcA.......................................................... 1 1 seq

............................................................uagcugccuugugaagggcu.................. 11 0 seq

............................................................uagcugccuugugaagggcGu................. 1 1 seq

............................................................uagcugccuugugaagAgcuu................. 2 1 seq

............................................................uagcugccuugugaagggcuu................. 91 0 seq

............................................................uagcugccAugugaagggcuu................. 1 1 seq

............................................................uagcugccuuguAaagggcuu................. 1 1 seq

............................................................uagcuAccuugugaagggcuu................. 1 1 seq

............................................................uagcugcUuugugaagggcuu................. 2 1 seq

............................................................uagcuUccuugugaagggcuu................. 1 1 seq

............................................................uagcugccuugugaaAggcuu................. 1 1 seq

............................................................uagcugccuugugaGgggcuu................. 1 1 seq

............................................................Aagcugccuugugaagggcuua................ 25 1 seq

............................................................uagcugcAuugugaagggcuua................ 1 1 seq

............................................................uagcugccuugGgaagggcuua................ 1 1 seq

............................................................uagcugccuAgugaagggcuua................ 1 1 seq

............................................................uagcugccuCgugaagggcuua................ 2 1 seq

............................................................uagcugccuugugaagggcuua................ 554 0 seq

............................................................uagcGgccuugugaagggcuua................ 1 1 seq

............................................................uagcugccuugugCagggcuua................ 1 1 seq

............................................................uagcugccuugugaCgggcuua................ 3 1 seq

............................................................uagcugccuugugaaggUcuua................ 3 1 seq

............................................................uagcugccuugugaagUgcuua................ 2 1 seq

............................................................uaUcugccuugugaagggcuua................ 1 1 seq

............................................................uagcugccuugCgaagggcuua................ 4 1 seq

............................................................uagcugccuugugaagggcuuC................ 2 1 seq

............................................................uagcugccuugugaagggcAua................ 1 1 seq

............................................................uagcugccuugugaagggcuuU................ 6 1 seq



aguugauuguaugucaguuuuucauuuggccuggcuagcuuacuccuuuuuaaauauugcuagcugccuugugaagggcuuacguguaauugcaguuc

dme-miR-980-3p_MIMAT0005496

dme-miR-980-5p_MIMAT0020877

............................................................uagcugccuugugaagggcCua................ 1 1 seq

............................................................uagcugccCugugaagggcuua................ 1 1 seq

............................................................uagcugccuugugaaUggcuua................ 2 1 seq

............................................................uagcugccuugugaagAgcuua................ 4 1 seq

............................................................uagcuCccuugugaagggcuua................ 1 1 seq

............................................................uagcugccuugAgaagggcuua................ 1 1 seq

............................................................uagcugccuuAugaagggcuua................ 2 1 seq

............................................................uagcugccuugugUagggcuua................ 1 1 seq

............................................................uagcugccuugugaagggAuua................ 1 1 seq

............................................................uagcuAccuugugaagggcuua................ 4 1 seq

............................................................uagcugccuugugaaggAcuua................ 2 1 seq

............................................................uagcugccuugugaUgggcuua................ 1 1 seq

............................................................uaCcugccuugugaagggcuua................ 1 1 seq

............................................................uagcugccuugugGagggcuua................ 1 1 seq

............................................................uagcuUccuugugaagggcuua................ 2 1 seq

............................................................uagcugccuugugaagggcuuaA............... 2 1 seq

............................................................uagcugccuugugaagggcuuaU............... 27 1 seq

............................................................uagcugccuugugaagggcuuaG............... 2 1 seq

............................................................uagcugccuugugaagggcuuac............... 2 0 seq

.............................................................agcugccuugugaagggcuua................ 1 0 seq

..............................................................gcugccuugugaagggcuua................ 5 0 seq


