
miRBase precursor : dme-mir-978_MI0005835
Total read count : 352
dme-miR-978-3p_MIMAT0005494 read count: 282
dme-miR-978-5p_MIMAT0020875 read count: 70
remaining reads : 0
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dme-miR-978-3p_MIMAT0005494

dme-miR-978-5p_MIMAT0020875

guuggcggcacaaucugcaaucuacgccacuggcuuacguugcaaucgaaaaucguguccagugccguaaauugcaguugugugaacgcaaa -3'5'- exp

....(((((((((.(((((((.((((.((((((..((((..............)))).)))))).)))).)))))))))))))...)))... reads mm sample

...............ugcaaucuacgccacuggcuu........................................................ 1 0 seq

...............ugcaaucuacgccacuggcuuC....................................................... 1 1 seq

...............ugcaaucuacgccacuggcuua....................................................... 5 0 seq

...............ugcaaucuacgccacuggcuuaA...................................................... 1 1 seq

...............ugcaaucuacgccacCggcuuac...................................................... 1 1 seq

...............ugcaaucuacgccacugAcuuac...................................................... 1 1 seq

...............ugcaaucuacgccacuggcuuac...................................................... 14 0 seq

...............ugcaaucuacgccacuggcuuacg..................................................... 32 0 seq

...............ugcaaucuacgccacugAcuuacg..................................................... 1 1 seq

...............ugcaaucuacgGcacuggcuuacg..................................................... 1 1 seq

................gcaaucuacgccacuggcuua....................................................... 1 0 seq

................gcaaucuacgccacuggcuuacg..................................................... 1 0 seq

.................caaucuacgccacuggcuuacg..................................................... 8 0 seq

.................caaucuacgccacuggcuuacgu.................................................... 1 0 seq

.................caaucuacgccacuggcuuacgG.................................................... 1 1 seq

......................................................guguccagugccguaaau.................... 1 0 seq

......................................................guguccagugccguaaauug.................. 5 0 seq

......................................................guguccaUugccguaaauugc................. 1 1 seq

......................................................guguccagugccgAaaauugc................. 1 1 seq

......................................................guguccagugccguaaauugc................. 58 0 seq

......................................................guUuccagugccguaaauugc................. 1 1 seq

......................................................guguccagugccguaaauugca................ 15 0 seq

......................................................guguccagugccguaaauugcU................ 3 1 seq

......................................................guguccaguUccguaaauugca................ 1 1 seq

......................................................guguccagugccguaaauCgca................ 1 1 seq

......................................................guguccGgugccguaaauugca................ 1 1 seq

......................................................guguccaUugccguaaauugcag............... 1 1 seq

......................................................guguccagugccguaaauugcaA............... 3 1 seq

......................................................guguccaAugccguaaauugcag............... 1 1 seq

......................................................guguccagugccguaaauugcag............... 16 0 seq

......................................................guguccaguUccguaaauugcag............... 1 1 seq

.......................................................uguccagugccguaaauug.................. 1 0 seq

.......................................................uguccagugccguaaauugc................. 2 0 seq

.......................................................uguccagugccguaaauugca................ 12 0 seq



guuggcggcacaaucugcaaucuacgccacuggcuuacguugcaaucgaaaaucguguccagugccguaaauugcaguugugugaacgcaaa

dme-miR-978-3p_MIMAT0005494

dme-miR-978-5p_MIMAT0020875

.......................................................uguccagugccguaaauugcag............... 118 0 seq

.......................................................uguccagugccguaaauugcGg............... 2 1 seq

.......................................................uguccagugccguaaauugcaA............... 2 1 seq

.......................................................uguccagugccgCaaauugcag............... 1 1 seq

.......................................................uguccaguAccguaaauugcag............... 1 1 seq

.......................................................uguccagugcUguaaauugcag............... 1 1 seq

.......................................................uguccagugccguaaauAgcag............... 1 1 seq

.......................................................uguccagugccguaaauugcagu.............. 28 0 seq

.......................................................uguccagugccgCaaauugcagu.............. 1 1 seq

.......................................................uguccagugccguaaaAugcagu.............. 1 1 seq

........................................................guccagugccguaaauugcagu.............. 1 0 seq


