
miRBase precursor : dme-mir-976_MI0005833
Total read count : 107
dme-miR-976-3p_MIMAT0005492 read count: 87
dme-miR-976-5p_MIMAT0020873 read count: 3
remaining reads : 17
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dme-miR-976-5p_MIMAT0020873

dme-miR-976-3p_MIMAT0005492

caucgccaugcagugccgcggcauuggugaggccaucuccaauggauuaguucucaacauuggauuaguuaucaucaaugccggugcacugcaccua -3'5'- exp

........(((((((((.((((((((((((.......(((((((.............))))))).......))))))))))))).)))))))).... reads mm sample

..ucgccaugcagugccgcggc........................................................................... 3 0 seq

...cgccauAcagugccgcggc........................................................................... 1 1 seq

...cgccaugcagugccgcggc........................................................................... 13 0 seq

.....................cauuggugaggccaucuccaau...................................................... 1 0 seq

......................auuggugaggccaucuccaaug..................................................... 2 0 seq

..........................................................auuggauuaguuaucaucaaugc................ 1 0 seq

..........................................................auuggauuaguuaucaucaaugcc............... 1 0 seq

...........................................................uuggauuaguuaucaucaaug................. 2 0 seq

...........................................................uuggGuuaguuaucaucaaugc................ 1 1 seq

...........................................................uuggauuaguuGucaucaaugc................ 1 1 seq

...........................................................uuggauuaguuauUaucaaugc................ 1 1 seq

...........................................................uuggauuaguuaucaucGaugc................ 1 1 seq

...........................................................uuggauuaguuaucaucaaugc................ 36 0 seq

...........................................................uuggauuaguAaucaucaaugc................ 1 1 seq

...........................................................uuggauuaguuaucaucaaugcc............... 19 0 seq

...........................................................uuggauuaguuaucaucaaugGc............... 1 1 seq

...........................................................uuggauuaguuaucaucaaCgcc............... 1 1 seq

...........................................................uuggauuaguuaucaucaaugccA.............. 2 1 seq

............................................................uggauuaguuaucaucaCugcc............... 1 1 seq

............................................................uggauuaguuaucaucaaugcc............... 16 0 seq

............................................................Aggauuaguuaucaucaaugcc............... 2 1 seq


