
miRBase precursor : dme-mir-964_MI0005819
Total read count : 475
dme-miR-964-5p_MIMAT0005478 read count: 441
remaining reads : 34
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dme-miR-964-5p_MIMAT0005478

caauaacauauugguccaacuugccuuagaauaggggagcuuaacuuauguuuuugauguuuaaguuaaaagccucuguucuaagacaauuugaugauca -3'5'- exp

...........((((((((.(((.(((((((((((((...((((((((.............))))))))...))))))))))))).))).)))..))))) reads mm sample

.....acauauugguccaacuugcc........................................................................... 1 0 seq

......cauauugguccaacuugcc........................................................................... 2 0 seq

......cauauugguccaacuugccu.......................................................................... 1 0 seq

.......auauugguccaacuugcc........................................................................... 9 0 seq

.........................uuagaauaggggagcuua......................................................... 1 0 seq

.........................uuagaauaggggagcuuaa........................................................ 2 0 seq

.........................uuagaauaggggagcuuaac....................................................... 4 0 seq

.........................uuagaauagggAagcuuaacu...................................................... 2 1 seq

.........................uuagaauaggggagcuuaacu...................................................... 39 0 seq

.........................uuagaauaggggaAcuuaacu...................................................... 1 1 seq

.........................uuagaauaggggagcuuUacu...................................................... 1 1 seq

.........................uuagaauaggAgagcuuaacu...................................................... 1 1 seq

.........................uuGgaauaggggagcuuaacuu..................................................... 1 1 seq

.........................uuagaauaggggUgcuuaacuu..................................................... 1 1 seq

.........................uuagaauagUggagcuuaacuu..................................................... 1 1 seq

.........................Guagaauaggggagcuuaacuu..................................................... 1 1 seq

.........................uuagaauaggggagcuuaacuu..................................................... 215 0 seq

.........................Cuagaauaggggagcuuaacuu..................................................... 1 1 seq

.........................uuagaaCaggggagcuuaacuu..................................................... 1 1 seq

.........................uuagaauaAgggagcuuaacuu..................................................... 1 1 seq

.........................uuagaauaggggagcuuaacuG..................................................... 1 1 seq

.........................uuagaauaggggagcuuGacuu..................................................... 1 1 seq

.........................uuagaauagggAagcuuaacuu..................................................... 2 1 seq

.........................uuaAaauaggggagcuuaacuu..................................................... 1 1 seq

.........................Auagaauaggggagcuuaacuu..................................................... 1 1 seq

.........................uuagaauaggggagcuuaaAuu..................................................... 1 1 seq

.........................uuagaauagggCagcuuaacuu..................................................... 1 1 seq

.........................uuagaauaggggagGuuaacuu..................................................... 1 1 seq

.........................uuagaauaggggGgcuuaacuu..................................................... 4 1 seq

.........................uuagaauaggggagcuuaGcuu..................................................... 1 1 seq

.........................uuagaauaggggagcuuaacuuU.................................................... 1 1 seq

.........................uuagaauaggggagcuuaacuuUu................................................... 1 1 seq

..........................uagaauaggggagcuuaa........................................................ 1 0 seq

..........................uagaauaggggagcuuaac....................................................... 2 0 seq

..........................uagaauaggggagcuuaacu...................................................... 17 0 seq



caauaacauauugguccaacuugccuuagaauaggggagcuuaacuuauguuuuugauguuuaaguuaaaagccucuguucuaagacaauuugaugauca
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..........................uagaauaggggagcuuUacu...................................................... 1 1 seq

..........................uagaaGaggggagcuuaacuu..................................................... 1 1 seq

..........................uagaauaggggagcuuUacuu..................................................... 2 1 seq

..........................uagaauaggggagcuuaacuu..................................................... 75 0 seq

..........................uagaauaggggaAcuuaacuu..................................................... 1 1 seq

..........................uagaauagAggagcuuaacuu..................................................... 1 1 seq

..........................uagaauaggggagcuuGacuu..................................................... 1 1 seq

..........................uCgaauaggggagcuuaacuu..................................................... 1 1 seq

..........................Aagaauaggggagcuuaacuu..................................................... 1 1 seq

..........................uagaauaggggagcuuaacuG..................................................... 1 1 seq

..........................uagaauaggggagAuuaacuua.................................................... 2 1 seq

..........................uagaGuaggggagcuuaacuua.................................................... 1 1 seq

..........................uagaauaggggagcuuaacuuU.................................................... 1 1 seq

..........................uagaauaggggagcuuaacuua.................................................... 40 0 seq

...........................agaauaggggagcuuaacuu..................................................... 1 0 seq

............................gaauaggggagcuuaacuu..................................................... 2 0 seq

...............................................................aguuaaaagccucuguucuaa................ 2 0 seq

...............................................................aguuaaaagccucuguucuaag............... 2 0 seq

................................................................guuaaaagccucuguucuaa................ 1 0 seq

................................................................guuaaaagccucuguucuaag............... 7 0 seq

................................................................guuaaaagccucuguucuaaga.............. 5 0 seq

.................................................................uuaaGagccucuguucuaaga.............. 1 1 seq

.................................................................uuaaaagccucuguucuaaga.............. 2 0 seq

..................................................................uaaaagccucuguucuaagaca............ 1 0 seq


