
miRBase precursor : dme-mir-961_MI0005816
Total read count : 71
dme-miR-961-3p_MIMAT0020856 read count: 47
dme-miR-961-5p_MIMAT0005475 read count: 24
remaining reads : 0
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dme-miR-961-3p_MIMAT0020856

dme-miR-961-5p_MIMAT0005475

ucaagggccgaguuaccuuugaucaccaguaacugagauuguuucugauacgguuucguuuucuggcaaucaaaagaacuuggacucga -3'5'- exp

....((((((((((.(.((((((..((((.(((.((((((((.......)))))))))))..))))..)))))).)))))))).))).. reads mm sample

................cuuugaucaccaguaacugagauA................................................. 1 1 seq

.................uuugaucaccaguaacugaga................................................... 1 0 seq

.................uuugaucaccaguaaGugagau.................................................. 1 1 seq

.................uCugaucaccaguaacugagau.................................................. 1 1 seq

.................uuugaucaccaguaacugagau.................................................. 20 0 seq

......................................................uucguuuucuggcaauca................. 3 0 seq

......................................................uucguuuucuggcaaucaa................ 1 0 seq

......................................................uucguuuucuggcaaucaaa............... 4 0 seq

......................................................uucguuuucuggcGaucaaaag............. 1 1 seq

......................................................uucguuuucuggcaaucaaaag............. 27 0 seq

......................................................uucguCuucuggcaaucaaaag............. 1 1 seq

......................................................uucguuuucuggcaGucaaaag............. 1 1 seq

......................................................uucguuuucuggcaaucaaaaga............ 1 0 seq

.......................................................ucguuuucuggcaaucaaaag............. 2 0 seq

.......................................................ucguuuucuggcaaucaaaaga............ 2 0 seq

.......................................................ucguuuucuggcaaucaaaagC............ 1 1 seq

.......................................................ucguuuucuggcaaucaaaagU............ 3 1 seq


