
miRBase precursor : dme-mir-960_MI0005815
Total read count : 500
dme-miR-960-5p_MIMAT0005474 read count: 395
remaining reads : 105
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dme-miR-960-5p_MIMAT0005474

ggguuuuguaccacauucugaguauuccagauugcauagcuuugugcuacuauugcuauacggucugggacacuuuuaacaugguaucaaauc -3'5'- exp

.(((((.((((((..((..((((.((((((((((.(((((..((......))..))))).)))))))))).))))..))..)))))).))))) reads mm sample

...............uucugaguauuccagauugca......................................................... 1 0 seq

...............uucugaguauuccagauugcau........................................................ 3 0 seq

.................cugaguauuccagCuugcauag...................................................... 1 1 seq

..................ugaguauuccagauugcaua....................................................... 1 0 seq

..................ugaguauuccagauuCcaua....................................................... 1 1 seq

..................ugaguauuccaUauugcauag...................................................... 1 1 seq

..................ugaguauuccagauugcauag...................................................... 46 0 seq

..................ugGguauuccagauugcauag...................................................... 1 1 seq

..................ugaguauuccagGuugcauag...................................................... 1 1 seq

..................ugaguauuccagauugcCuagc..................................................... 1 1 seq

..................ugaguauuccagauugUauagc..................................................... 1 1 seq

..................ugaAuauuccagauugcauagc..................................................... 1 1 seq

..................ugaguauuccagauugcauagc..................................................... 330 0 seq

..................ugaguUuuccagauugcauagc..................................................... 1 1 seq

..................ugaguauuccagaGugcauagc..................................................... 1 1 seq

..................ugaguauuccagauuAcauagc..................................................... 1 1 seq

..................ugaguauuccagaAugcauagc..................................................... 1 1 seq

..................ugaguauuccagauCgcauagc..................................................... 1 1 seq

..................ugaguauuccagauugcauagcu.................................................... 1 0 seq

..................ugaguauuccagauugcauagcA.................................................... 3 1 seq

....................aguauuccagauuUcauagcuu................................................... 1 1 seq

........................................................uauacggucugggacacuuuua............... 20 0 seq

........................................................uauacggucugggacacuCuua............... 1 1 seq

..........................................................uacggucugggacacuuuu................ 1 0 seq

..........................................................uacggucugggacacuuuuaa.............. 4 0 seq

..........................................................uacggucugggacacuuuuaac............. 32 0 seq

..........................................................uacggucugggacacuuuuaaA............. 1 1 seq

..........................................................uacggucugggacacuuuuaacG............ 1 1 seq

..........................................................uacggucugggacGcuuuuaaca............ 1 1 seq

..........................................................uacggucuggUacacuuuuaaca............ 1 1 seq

..........................................................uacggucugggacacuuuuaaca............ 37 0 seq

..........................................................uacggucugggacacuuuuUaca............ 1 1 seq

..........................................................uacggucugggacacuuuuaacau........... 1 0 seq


