
miRBase precursor : dme-mir-959_MI0005814
Total read count : 393
dme-miR-959-3p_MIMAT0005473 read count: 288
dme-miR-959-5p_MIMAT0020854 read count: 105
remaining reads : 0
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dme-miR-959-3p_MIMAT0005473

dme-miR-959-5p_MIMAT0020854

uuaacuuuguucuauauucuuaguacucggguugauaaagaccuuuucuucagggagccuuugucaucggggguauuaugaaauauaguuuaaagaaa -3'5'- exp

....(((((..((((((((.((((((((..(.((((((((.((((......))))...)))))))).)..)))))))).).)))))))..)))))... reads mm sample

.................ucuuaguacucggguugauaa............................................................ 1 0 seq

..................cuuaguacucggguugaua............................................................. 1 0 seq

..................cuuaguacucggguugauUa............................................................ 1 1 seq

..................cuuaguacucggguugauaa............................................................ 2 0 seq

..................cuuaguacucggguuCauaaa........................................................... 1 1 seq

..................cuuaUuacucggguugauaaa........................................................... 1 1 seq

..................cuuaguacucggguugauaaa........................................................... 15 0 seq

..................cuuaguacucggguugauaaag.......................................................... 13 0 seq

..................cuuaguacucggguugauaaaga......................................................... 5 0 seq

...................uuaguacucggguugaua............................................................. 1 0 seq

...................uuaguacucggguugauaa............................................................ 1 0 seq

...................uuaguacucgggGugauaaa........................................................... 1 1 seq

...................uuaguacucggguugauaaa........................................................... 2 0 seq

...................uuaguacucggguugauaaaA.......................................................... 1 1 seq

...................uuaguacucggguugauaaag.......................................................... 10 0 seq

...................uuaguacucgggAugauaaaga......................................................... 1 1 seq

...................uuaguacucggguGgauaaaga......................................................... 1 1 seq

...................uuaguacucggguugauaaagG......................................................... 1 1 seq

...................uuaguacucggguugauaaGga......................................................... 1 1 seq

...................uuaguacucggguugauaaaga......................................................... 43 0 seq

...................uuaguacucggguugauaaagaA........................................................ 2 1 seq

...........................................................uuugucaucggggguauu..................... 1 0 seq

...........................................................uuugucaucggggguauuau................... 1 0 seq

...........................................................Cuugucaucggggguauuaug.................. 1 1 seq

...........................................................uuugucGucggggguauuaug.................. 1 1 seq

...........................................................uuugucaucggggguauuaug.................. 1 0 seq

...........................................................uuugucaucggggguauuauga................. 8 0 seq

...........................................................uuugCcaucggggguauuauga................. 1 1 seq

...........................................................uuugucaucggggguauuaugaa................ 5 0 seq

...........................................................uuugucaucgUggguauuaugaa................ 1 1 seq

...........................................................uuugucaucggggguauuaugaaa............... 1 0 seq

............................................................uugucaucggggguauuau................... 2 0 seq

............................................................uugucaucggggguUuuau................... 1 1 seq

............................................................uugucaucggAgguauuaug.................. 1 1 seq



uuaacuuuguucuauauucuuaguacucggguugauaaagaccuuuucuucagggagccuuugucaucggggguauuaugaaauauaguuuaaagaaa

dme-miR-959-3p_MIMAT0005473

dme-miR-959-5p_MIMAT0020854

............................................................uugucaucggggguauuaug.................. 3 0 seq

............................................................uugucaucgggggCauuauga................. 1 1 seq

............................................................uugucaucggggguaCuauga................. 1 1 seq

............................................................uugucaucgggggGauuauga................. 6 1 seq

............................................................uugucaucggggguauuauga................. 49 0 seq

............................................................uugucaucggggguauuaugGa................ 2 1 seq

............................................................uugucaucgggggGauuaugaa................ 4 1 seq

............................................................uugucaucggggguauuaugaU................ 1 1 seq

............................................................uugucaucggggguauuaugaa................ 72 0 seq

............................................................uugucaucggggguauuaugaaU............... 1 1 seq

............................................................uugucaucggggguauuaugaaa............... 20 0 seq

............................................................uugucaucggggguauuaugaaaA.............. 2 1 seq

.............................................................ugucaucggggguauuaug.................. 6 0 seq

.............................................................ugucauUggggguauuauga................. 1 1 seq

.............................................................ugucaucggggguauuauga................. 18 0 seq

.............................................................ugucaucgggggGauuauga................. 1 1 seq

.............................................................ugucaucgggggCauuaugaa................ 1 1 seq

.............................................................ugucaucgggggGauuaugaa................ 7 1 seq

.............................................................ugucaucggggguauuaugaa................ 23 0 seq

.............................................................ugucaucggggguauuaAgaa................ 1 1 seq

.............................................................ugucaucggggguauuaugaaa............... 33 0 seq

.............................................................ugucaucggggguauuaCgaaa............... 1 1 seq

.............................................................ugucaucggggguauuaugaaU............... 1 1 seq

.............................................................ugucaucggAgguauuaugaaa............... 1 1 seq

.............................................................ugucaucgAggguauuaugaaa............... 1 1 seq

.............................................................ugucaucgggggGauuaugaaa............... 6 1 seq


