
miRBase precursor : dme-mir-954_MI0005806
Total read count : 165
dme-miR-954-5p_MIMAT0005465 read count: 121
dme-miR-954-3p_MIMAT0020846 read count: 44
remaining reads : 0
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dme-miR-954-3p_MIMAT0020846

dme-miR-954-5p_MIMAT0005465

uacaaacacaagauuuucuggguguugcguuguguguaccuguguacaggcguauucacaugcaacaucccuuacaucuugcuugau -3'5'- exp

..(((...((((((.....(((((((((((((.(((..((((....))))..))).)).))))))))))).....)))))).))).. reads mm sample

...............uucuggguguugcguugug..................................................... 1 0 seq

................ucuggguguugcguugug..................................................... 1 0 seq

................ucuggguguugcguugugu.................................................... 5 0 seq

................ucuAgguguugcguugugu.................................................... 1 1 seq

................ucuUgguguugcguugugu.................................................... 1 1 seq

................ucuggguguugcguugAgu.................................................... 1 1 seq

................ucuggguguugcguugugug................................................... 17 0 seq

................Acuggguguugcguugugug................................................... 1 1 seq

................Acuggguguugcguugugugu.................................................. 1 1 seq

................ucuggguguugcguugugugA.................................................. 1 1 seq

................ucuggUuguugcguugugugu.................................................. 1 1 seq

................ucCggguguugcguugugugu.................................................. 1 1 seq

................ucuggguguCgcguugugugu.................................................. 1 1 seq

................ucuggguguugcguugugugu.................................................. 61 0 seq

................ucuggguguugcAuugugugu.................................................. 1 1 seq

................ucuggguguugcguuguguguU................................................. 1 1 seq

................ucuggguguugcguugugugua................................................. 14 0 seq

................Acuggguguugcguugugugua................................................. 1 1 seq

................ucuggguguugcguuguguguac................................................ 6 0 seq

................ucuggguguugcguuguguguaA................................................ 4 1 seq

....................................................uauucacaugcaacaucccuu.............. 2 0 seq

....................................................uauucacaugcaacaAcccuua............. 1 1 seq

....................................................uauucacaugcaacaucccuua............. 8 0 seq

....................................................uauucacaugcaacaucccuuaA............ 4 1 seq

.....................................................auucacaugcaacaucccuua............. 2 0 seq

.....................................................auucacaugcaacaucccuuac............ 4 0 seq

......................................................Cucacaugcaacaucccuuac............ 1 1 seq

......................................................uucacaugcaacaucccuuac............ 6 0 seq

......................................................Gucacaugcaacaucccuuac............ 1 1 seq

......................................................uucacaugcaacaucccuuaA............ 2 1 seq

......................................................uucacaugcaacaucAcuuaca........... 1 1 seq

......................................................uucacaugcaacaucccuuacU........... 1 1 seq

......................................................uucacaugcaacaucccuuaca........... 9 0 seq

......................................................uucacaugcaacaucccuuacaA.......... 1 1 seq



uacaaacacaagauuuucuggguguugcguuguguguaccuguguacaggcguauucacaugcaacaucccuuacaucuugcuugau

dme-miR-954-3p_MIMAT0020846

dme-miR-954-5p_MIMAT0005465

.......................................................ucacaugcaacaucccuuaca........... 1 0 seq


