
miRBase precursor : dme-mir-929_MI0005853
Total read count : 61
dme-miR-929-3p_MIMAT0005511 read count: 53
dme-miR-929-5p_MIMAT0020892 read count: 8
remaining reads : 0
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dme-miR-929-5p_MIMAT0020892

dme-miR-929-3p_MIMAT0005511

aguccugguggagcucaaauugacucuaguagggaguccuuuaaugagcgacucccuaacggagucagauugagcugcaaaggagcga -3'5'- exp

..((((..((.(((((((.((((((((..((((((((((((....))).)))))))))..)))))))).))))))).)).)))).... reads mm sample

...............caaauugacucuaguagggagu................................................... 1 0 seq

................aaauugacucuaguaggga..................................................... 1 0 seq

................aaauugacucuaguagggag.................................................... 1 0 seq

................aaauugacucuaguagggaguc.................................................. 3 0 seq

................aaauugacucuaguagggagucU................................................. 1 1 seq

...................uugacCcuaguagggaguc.................................................. 1 1 seq

...................................................cucccuaacggaCucagauug................ 1 1 seq

...................................................cucccuaacggagucagauug................ 16 0 seq

...................................................cucccuaacggagAcagauug................ 1 1 seq

...................................................cucccuaacggagucagGuuga............... 2 1 seq

...................................................cucccuaacggagucagauuga............... 21 0 seq

...................................................cucccuaacggagucagauugag.............. 1 0 seq

...................................................cucccuaacggagucagauugaA.............. 2 1 seq

....................................................ucccuaacggagucagauug................ 1 0 seq

....................................................ucccuaacggagucagaAug................ 1 1 seq

....................................................ucccuaacggagucagauugaA.............. 1 1 seq

....................................................ucccuaacggagucagauugag.............. 6 0 seq


