
miRBase precursor : dme-mir-87_MI0000382
Total read count : 376
dme-miR-87-5p_MIMAT0020821 read count: 9
dme-miR-87-3p_MIMAT0000361 read count: 367
remaining reads : 0
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dme-miR-87-3p_MIMAT0000361

dme-miR-87-5p_MIMAT0020821

aacacauuucauucgcgccuguaucuugcugaaccgcugccauuauggccaacgauccgguugagcaaaauuucaggugugugagaaauguguuuagca -3'5'- exp

((((((((((...((((((((.((.(((((.(((((..(((.....)))........))))).))))).))..))))))))...))))))))))..... reads mm sample

............ucgcgccuguaucuugcuga................................................................... 1 0 seq

............ucgcgccugCaucuugcugaa.................................................................. 1 1 seq

............ucgcgccuguaucuugcugaac................................................................. 6 0 seq

............ucgcgccuguaucuugcugaCcc................................................................ 1 1 seq

...........................................................guugagcaaaauuucagguguguU................ 1 1 seq

............................................................uugagcaaaauuucaggugu................... 2 0 seq

............................................................uugagcaaaauuucagguguA.................. 1 1 seq

............................................................uugagcaaaauuucaggugug.................. 2 0 seq

............................................................uugagcaaaauuucaggCgugu................. 1 1 seq

............................................................uugagcaaaauuucagAugugu................. 1 1 seq

............................................................uugagcaaaauuucaggugugu................. 15 0 seq

............................................................uugagcaaaaAuucaggugugug................ 1 1 seq

............................................................uugagcaaaauuuUaggugugug................ 1 1 seq

............................................................Augagcaaaauuucaggugugug................ 1 1 seq

............................................................uugagcaaaauuucagguguAug................ 2 1 seq

............................................................uugagcaaaauuucagguguguU................ 2 1 seq

............................................................uugagcaaaauuucaggAgugug................ 2 1 seq

............................................................uugagcaaaauuucaAgugugug................ 1 1 seq

............................................................uugagcaaaauuucagguguCug................ 1 1 seq

............................................................uugagcaaaauAucaggugugug................ 2 1 seq

............................................................uugagcaaaauuucagCugugug................ 1 1 seq

............................................................uugagcaaaauuucaggugugug................ 25 0 seq

............................................................uugagcaaaauuucaggCguguga............... 1 1 seq

............................................................uugaAcaaaauuucagguguguga............... 1 1 seq

............................................................uugagcaaaauuucagguguguga............... 118 0 seq

............................................................Augagcaaaauuucagguguguga............... 2 1 seq

............................................................uugagcaaaauuucaggugugCga............... 2 1 seq

............................................................uugagcaaaauuucagCuguguga............... 1 1 seq

............................................................uugagcaaaauuucUgguguguga............... 1 1 seq

............................................................uugagcaaaauuucaggAguguga............... 4 1 seq

............................................................uugagAaaaauuucagguguguga............... 1 1 seq

............................................................uugagcaaaauuucaggugugAga............... 2 1 seq

............................................................uugagcaaaauuucagguguguUa............... 1 1 seq

............................................................uugagcaaaauuucagguUuguga............... 1 1 seq



aacacauuucauucgcgccuguaucuugcugaaccgcugccauuauggccaacgauccgguugagcaaaauuucaggugugugagaaauguguuuagca

dme-miR-87-3p_MIMAT0000361

dme-miR-87-5p_MIMAT0020821

............................................................uugagcaaaaAuucagguguguga............... 3 1 seq

............................................................uugagGaaaauuucagguguguga............... 1 1 seq

............................................................Cugagcaaaauuucagguguguga............... 1 1 seq

............................................................uugagcaaaaCuucagguguguga............... 1 1 seq

............................................................uugagcaaaauuucagAuguguga............... 2 1 seq

............................................................uugagcaaaauuucaggugugugU............... 2 1 seq

............................................................uugagcaaaauuuAagguguguga............... 1 1 seq

............................................................uugagcaaaauuucaggugugugaA.............. 2 1 seq

.............................................................ugagcaaaauuucaggAgugu................. 1 1 seq

.............................................................ugagcaaaauuucaggugugu................. 2 0 seq

.............................................................ugagcaaaauuucaggugGgu................. 1 1 seq

.............................................................ugagcaaaauuucagAugugug................ 1 1 seq

.............................................................ugagcaaaauuucaggAgugug................ 1 1 seq

.............................................................ugagcaaaauuucagguguUug................ 1 1 seq

.............................................................ugagcaaaauuucaggugugGg................ 1 1 seq

.............................................................ugagcaaaauuucagguguguU................ 1 1 seq

.............................................................ugagcaaaauuucaggugugug................ 16 0 seq

.............................................................ugagcaaaauuucaCguguguga............... 1 1 seq

.............................................................ugagcaaaauuucGgguguguga............... 1 1 seq

.............................................................ugagcaaaauuucagAuguguga............... 3 1 seq

.............................................................ugagcaaaauAucagguguguga............... 3 1 seq

.............................................................ugagcaaaauuucaggugugugU............... 4 1 seq

.............................................................Cgagcaaaauuucagguguguga............... 1 1 seq

.............................................................ugagcaaaauuucaAguguguga............... 1 1 seq

.............................................................ugagcaaaaAuucagguguguga............... 1 1 seq

.............................................................ugagcaaaauuucaggugugugC............... 1 1 seq

.............................................................ugagcaaaauuucaggCguguga............... 1 1 seq

.............................................................ugagcaaaauuucaggAguguga............... 2 1 seq

.............................................................Agagcaaaauuucagguguguga............... 1 1 seq

.............................................................ugagcaaaauuucagCuguguga............... 1 1 seq

.............................................................ugagcaaaauuucUgguguguga............... 1 1 seq

.............................................................ugagcaaaauuucagguguguga............... 96 0 seq

.............................................................ugagcaaaauuucaggugugugaU.............. 4 1 seq

.............................................................ugagcaaaauuucaggugugugaA.............. 6 1 seq

.............................................................ugagcaaaauuucaggugugugaC.............. 3 1 seq

.............................................................ugagcaaaauuucaggugugugaAa............. 1 1 seq


