miRBase precursor : dme-mir-6-3_M10000126
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Total read count : 4757
dme-miR-6-3p_MIMATO0000191 read count
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CCCC- CCCCCCCCCCCCC- - CCC- CCCCCCCC-CCC DN INMMNINII))  reads mm sample
1 0 seq
0 seq
1 seq
0 seq
1 seq
1 seq
1 seq
1 seq
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........ aggAaacgguugcugaugaugu . 1 seq
........ agggaacgguugcugGugaugu 1 seq
........ agggaacgguugcugaugCugu 1 seq
........ agggaacgguugcCgaugaugu 1 seq
........ Ggggaacgguugcugaugaugu 1 seq
........ agggaacgguugAugaugaugu 1 seq
........ agggaacgCuugcugaugaugu 1 seq
........ agggaacgguugcugaugGugu 1 seq
........ agggaacggGugcugaugaugu 1 seq
........ agggaacUguugcugaugaugu 1 seq
........ agggaacgguugcugauAaugu 1 seq
........ agggaacgguugcugaugaugC. 1 seq
1 seq
0 seq
1 seq
1 seq
1 seq
1 seq
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caaaaagaagggaacgguugcugaugauguaguuugaaacucucacaauuuauaucacaguggcuguucuuuuuuguuug

........ agggaacgguugeugaugauguU . - - .. o e e e e e e eae e 5 1 seq
........ aggAaaCggUUYCUZJAUGAUQGUA - « -« - v ne e e e mma e eaea e nsananeennannnnn 6 1 seq
........ agggalcgguUgCUJAUGAUGUA . « « « « w e s e e e e e e e e e e s e s s s e s s aaaeaaaaaaaaaeaeeennnnn 1 1 seq
........ agggaacggUUQGCUGAGHAUGUA - - -« « - - c e e m e e e m e e e e e e 3 1 seq
........ agggaacggAUgCUJAUGAUQGUA - « -« - v o e e mememmamee e ama e e 2 1 seq
........ agggaacgguUgCUGAUGAGOUA . « -« « c w s e e e e e e e e e s s s e e e s eaaaaaaaaaaaaaaaaaannn 1 1 seq
........ agUgaacgguUQgCUGAUGAUGUA - - - -« - -« s e mmm e m e e e e e e m e e e e 5 1 seq
........ agggaacgguUUIAUGJAUGAUQGUA - « -« - v e e e e mem e mmamee e e e e 8 1 seq
........ agggaacgguUUICUJAUAAUGUA . « -« « « e e e e e e e e e e e e s s s s s e e saaaeaaaaaaaaaaanaaannnn 5 1 seq
........ agggGacggUUYICUGAUGAUGUA - - -« « -« « e e m m e e e m e e e e e e e 5 1 seq
........ agggaacgguUUYCUAAUQJAUQGUA - « -« - v e e meemmm e mmamee e amasnsannnennnnnnns 3 1 seq
13 1 seq

3 1 seq

2 1 seq

3745 0 seq

1 seq

........ agggaacgguGgcugaugaugua 3 1 seq
........ agggaacgguugcuCaugaugua 1 1 seq
........ agggaacgguugcugGugaugua 5 1 seq
........ aggUaacgguugcugaugaugua 5 1 seq
........ agggCacgguugcugaugaugua. . 2 1 seq
........ agggaacgguugcugaugaugAa 2 1 seq
........ agggaacgguugUugaugaugua 6 1 seq
........ agggaacgguugcCgaugaugua 11 1 seq
........ agggaacgguugGugaugaugua 4 1 seq
........ agggaacgguugcugaugauguC 1 seq
........ agggaaUgguugcugaugaugua 7 1 seq
........ agggaacgguugcugaugaCgua 2 1 seq
........ agggaacgguugcugCugaugua 10 1 seq
........ Ugggaacgguugcugaugaugua 2 1 seq
........ agggaacgguugcugaugauAua 1 seq
........ agggaacgUuugcugaugaugua. - 9 1 seq
........ agggaacgguugcugaugCugua 23 1 seq
........ agggaacgguuUcugaugaugua 5 1 seq
........ agggaacgguugcugaugaulua 9 1 seq
........ agggaacgguugcGgaugaugua 6 1 seq
........ agggaacggCugcugaugaugua. - 6 1 seq
........ agggaacgguugcugaugaAgua 1 1 seq
........ agggaacgguuCcugaugaugua 3 1 seq
........ agggaacAguugcugaugaugua 6 1 seq
........ CgggaacgguUUYCUGJAUGAUQGUA - « -« - v e e ee e e mma e mmaea e neananeneennnn 5 1 seq
........ agggaacgguUgCUGAUGGUOUA . « -« c c e e e e e e e e e e e e s e s s s e e s aaaaaaaaeaaaaaaaaannnnn 12 1 seq
........ agggaacgguUUQgCUgaUgaAUGUG . - - -« o o e e e e e e e e e e e e eae e 4 1 seq
........ agggaacgguUgCUgaUUAUQGUA . « -« o v e e e eemee e e mame e e e e e 1 seq
........ agggaCcgguugcugaugaugua 2 1 seq
........ agCgaacgguugcugaugaugua 5 1 seq
........ agggaacggGugcugaugaugua 10 1 seq
........ aggCaacgguugcugaugaugua. . 2 1 seq
........ agggaGcgguugcugaugaugua 5 1 seq
........ Ggggaacgguugcugaugaugua 1 1 seq
........ agggaacgguugcugaugauCua 2 1 seq
........ agggaacgguugcugaugaugGa 5 1 seq
4 1 seq

5 1 seq

13 1 seq

1 seq

1 seq

27 1 seq

2 0 seq

1 1 seq

4 1 seq

1 1 seq

1 1 seq

1 1 seq

1 0 seq

2 0 seq

1 1 seq

3 0 seq

2 1 seq

27 0 seq
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