
miRBase precursor : dme-mir-6-2_MI0000125
Total read count : 2813
dme-miR-6-3p_MIMAT0000111 read count: 190
dme-miR-6-2-5p_MIMAT0020788 read count: 2623
remaining reads : 0 5'U A A C C
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dme-miR-6-2-5p_MIMAT0020788

dme-miR-6-3p_MIMAT0000111

uaacccaagggaacuucugcugcugauauauuauugaaaaacuacuauaucacaguggcuguucuuuuugguug -3'5'- exp

(((((.((((((((..(..(((.(((((((.((((....)).)).))))))))))..)..)))))))).))))) reads mm sample

.....Aaagggaacuucugcugcugauaua............................................ 1 1 seq

......aagggaacuucugcugcugauau............................................. 9 0 seq

......aagggaacuucugcugcugauaua............................................ 24 0 seq

......aagggaacuucugcugcugauUua............................................ 2 1 seq

.......agggaacuucugcugcugau............................................... 4 0 seq

.......agggaacuucugcugcuUaua.............................................. 1 1 seq

.......agggaacuucugcugcugaua.............................................. 9 0 seq

.......agggaacuucugcugcugauU.............................................. 1 1 seq

.......agggaacuucugcugcugCuau............................................. 1 1 seq

.......aCggaacuucugcugcugauau............................................. 1 1 seq

.......agggaacCucugcugcugauau............................................. 1 1 seq

.......aAggaacuucugcugcugauau............................................. 1 1 seq

.......agggaacuucugcugcugUuau............................................. 1 1 seq

.......agUgaacuucugcugcugauau............................................. 1 1 seq

.......agggaacuucugcCgcugauau............................................. 1 1 seq

.......agggaacuucugcugcugauau............................................. 219 0 seq

.......agggaacuucugcugcugGuau............................................. 1 1 seq

.......agggaacuucugcugcugauUua............................................ 1 1 seq

.......agggaacuucugcugcugauauG............................................ 3 1 seq

.......agggaacuucugcuAcugauaua............................................ 1 1 seq

.......aUggaacuucugcugcugauaua............................................ 2 1 seq

.......Ggggaacuucugcugcugauaua............................................ 2 1 seq

.......agggaacuucugcugcugauaAa............................................ 1 1 seq

.......Ugggaacuucugcugcugauaua............................................ 1 1 seq

.......agggaacuucugcugcugauGua............................................ 2 1 seq

.......agggaacuucugcugcCgauaua............................................ 2 1 seq

.......agggCacuucugcugcugauaua............................................ 3 1 seq

.......agggaacuucugGugcugauaua............................................ 1 1 seq

.......agAgaacuucugcugcugauaua............................................ 1 1 seq

.......agggaacuucugcugcugauaua............................................ 2178 0 seq

.......agggaacuucugcugcugCuaua............................................ 7 1 seq

.......agggaacuuUugcugcugauaua............................................ 2 1 seq

.......agggGacuucugcugcugauaua............................................ 5 1 seq

.......agggaacuucugcugcugGuaua............................................ 4 1 seq



uaacccaagggaacuucugcugcugauauauuauugaaaaacuacuauaucacaguggcuguucuuuuugguug
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.......agggaacuucugcugcugaCaua............................................ 4 1 seq

.......agggaaUuucugcugcugauaua............................................ 5 1 seq

.......aggUaacuucugcugcugauaua............................................ 3 1 seq

.......agggaacuucugAugcugauaua............................................ 3 1 seq

.......agggaacuucugcugcuAauaua............................................ 3 1 seq

.......agggaacuucugcugUugauaua............................................ 3 1 seq

.......agggaacuucugcugcugauaCa............................................ 2 1 seq

.......aCggaacuucugcugcugauaua............................................ 1 1 seq

.......aAggaacuucugcugcugauaua............................................ 1 1 seq

.......agggaacuucugcugAugauaua............................................ 5 1 seq

.......agggaacuucugcugcuUauaua............................................ 1 1 seq

.......agggaacuucCgcugcugauaua............................................ 4 1 seq

.......agggaacuucugcugcugUuaua............................................ 6 1 seq

.......agggUacuucugcugcugauaua............................................ 1 1 seq

.......agggaacuucugcGgcugauaua............................................ 2 1 seq

.......agggaacCucugcugcugauaua............................................ 3 1 seq

.......agggaCcuucugcugcugauaua............................................ 2 1 seq

.......agggaacuCcugcugcugauaua............................................ 1 1 seq

.......agggaacuucuUcugcugauaua............................................ 1 1 seq

.......agCgaacuucugcugcugauaua............................................ 1 1 seq

.......agggaGcuucugcugcugauaua............................................ 2 1 seq

.......agggaacuucugcuUcugauaua............................................ 1 1 seq

.......agggaacuGcugcugcugauaua............................................ 1 1 seq

.......agggaacuucugcCgcugauaua............................................ 3 1 seq

.......agggaacuuAugcugcugauaua............................................ 1 1 seq

.......agggaacuucugUugcugauaua............................................ 1 1 seq

.......agggaacuucugcugcugUuauau........................................... 1 1 seq

.......agggaacuucugcugcugauauau........................................... 34 0 seq

.......agggaacuucugcugcugauauaA........................................... 6 1 seq

.......agggaacuucugcugGugauauau........................................... 1 1 seq

.......agggaacuucCgcugcugauauau........................................... 1 1 seq

.......agggaacuucugcugcugauauauu.......................................... 1 0 seq

........gggaacuucugcugcugauau............................................. 2 0 seq

........gggaacuucugcugcugauaua............................................ 20 0 seq

.........ggaacuucugcugcugauaua............................................ 1 0 seq

..........gaacuucugcugcugauaua............................................ 1 0 seq

...............................................uaucacaguUgcuguucuuu....... 1 1 seq

...............................................uaucacagugCcuguucuuuu...... 1 1 seq

...............................................uaucacaguAgcuguucuuuu...... 4 1 seq

...............................................uaucacaguggcuUuucuuuu...... 1 1 seq

...............................................uaucacagGggcuguucuuuu...... 1 1 seq

...............................................uaucacagugAcuguucuuuu...... 10 1 seq

...............................................uaucacagugUcuguucuuuu...... 1 1 seq

...............................................uaucacaguggcuCuucuuuu...... 2 1 seq

...............................................uaucacaguUgcuguucuuuu...... 1 1 seq

...............................................uaucacaguggcCguucuuuu...... 1 1 seq

...............................................uaucacaguggcugGucuuuu...... 1 1 seq

...............................................uaucacagugCcuguucuuuuu..... 10 1 seq

...............................................uaucacaguggcuguuUuuuuu..... 1 1 seq

...............................................uaucacaguggcugCucuuuuu..... 5 1 seq

...............................................uaucacaguggcugAucuuuuu..... 3 1 seq

...............................................uaucacaguggcuUuucuuuuu..... 28 1 seq

...............................................uaucacaguggcuCuucuuuuu..... 3 1 seq

...............................................uaucGcaguggcuguucuuuuu..... 1 1 seq

...............................................uaucacaguggcuguucuuuuu..... 5 0 seq

...............................................uaucacaguggUuguucuuuuu..... 8 1 seq

...............................................uaucacaguAgcuguucuuuuu..... 25 1 seq

...............................................uaucacaguUgcuguucuuuuu..... 14 1 seq

...............................................uaucacaguggcuguucuuCuu..... 1 1 seq

...............................................uaucacCguggcuguucuuuuu..... 1 1 seq

...............................................uaucacaguggcuguuGuuuuu..... 1 1 seq

...............................................uaucacagugUcuguucuuuuu..... 4 1 seq

...............................................uaucacagAggcuguucuuuuu..... 1 1 seq

...............................................uaucacaguggcugGucuuuuu..... 6 1 seq

...............................................uaucacagugAcuguucuuuuu..... 26 1 seq

...............................................uaucacaguCgcuguucuuuuu..... 2 1 seq

...............................................uaucacaguggcuguCcuuuuu..... 1 1 seq

...............................................uaucacaguggGuguucuuuuu..... 1 1 seq

...............................................uaucacGguggcuguucuuuuu..... 6 1 seq
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...............................................uaucacaguggcCguucuuuuu..... 9 1 seq

................................................aucacagugUcuguucuuuu...... 1 1 seq

.................................................ucacGguggcuguucuuuuu..... 1 1 seq

.................................................ucacaguAgcuguucuuuuu..... 1 1 seq

.................................................ucacaguggUuguucuuuuu..... 1 1 seq


