miRBase precursor : dme-mir-4_MI10000122
Total read count : 18136
dme-miR-4-5p_MIMATO00203880read count
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remaining reads 10

freq.
»
1 o

0.75%

0.25um

|

R

>
length

dme-miR-4-3p_MIMAT0000109

dme-miR-4-5p_MIMAT0020785
5"- uugcaauuaguuucuuuggucguccagccuuaggugauuuuuccggucauaaagcuagacaaccauugaaguucguugugg

(- - - - - 233333---333-333-3333--33)--3-20))- )

[CH (((ECH ((ER (((E (G ((Crrp

-3"

exp
reads

PN O RNRRRRNRRERRO®

P NN DNDN P ®
w 9] SJ‘

[
Couyc A
ZhE U
C A N ad
A "
"
mm

P R R PR ORRRORRERERRORERIRRIRERERIERRIERIERERIERIEREIRODOLR R

sample
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq



dme-miR-4-3p_MIMAT0000109

dme-miR-4-5p_MIMAT0020785

uugcaauuaguuucuuuggucguccagccuuaggugauuuuuccggucauaaagcuagacaaccauugaaguucguugugg

seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq

P R P WONRRRRNEREROG

seq

(2
s

seq
seq
seq
seq
seq
seq
seq
seq
seq
seq

P NNR R R R R R PR

seq
228 seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq

seq

. .cuuuggucguccagcAuuagguga. . seq

............. cuuuggucguccagcluuagguga seq

............. Auuuggucguccagccuuagguga seq
............. cuuCggucguccagccuuagguga seq
............. cuuugguGguccagccuuagguga seq
............. cuuuggucguccagccuuaggGga seq
............. cuuuggucguAcagccuuagguga seq
............. cuuuggucguccagccuualguga seq
............. cuuuggucguccCgccuuagguga seq
_____________ cuuugCucguccagccuuagguga seq
............. cuuuggucguccagccuuagluga seq

. .cuuuggucgCccagccuuagguga. . seq

............. cuuuggucguUcagccuuagguga seq

............. cuuuggucguccagccuuagAuga seq
............. cuuuggucguccagAcuuagguga seq
............. cuuuggGeguccagccuuagguga seq

. .cGuuggucguccagccuuagguga. - seq

P R R PR R RRRRERPRRRRRRERRIRRIERRERRRRERERRIRRERIERRORRIRREPERIERRORRRRRIERERRERERRORIERIEREROORIRIRRIERIERRIERIERLRO LR

P P N®WRPRNRRRRPNNNROWRRNNRERRRRRRNRERR®WRR

seq



dme-miR-4-3p_MIMAT0000109
dme-miR-4-5p_MIMAT0020785

uugcaauuaguuucuuuggucguccagccuuaggugauuuuuccggucauaaagcuagacaaccauugaaguucguugugg

seq
seq

seq
............. cuuuggucguccagccuuaggugC seq
............. cAuuggucguccagccuuagguga seq
............. cuuuggucUuccagccuuagguga seq
............. CUUUGQUCYUCCAGCCUGAGGUYA - « « - -« e x e cm e e e e e e e e e e e e e aeaeeeaas seq
............. CUUUGGUCYUCCAYCCUUAGCUGA - « - - - = e x e m o o e e e e m e e et e e e e e e e e aaas seq
............. CUUUGGUCYUCCACCCUUAGGUYA - « - - - =« « - cm e e e mm e e e e e e e e e e e aea e aaas seq

............. CUUUGQUCGUCCAgCCUUAGYCTA - - - - - - oo seq

N O O, 0N B © NN O

............. CUUUGGUCYUCCAGUCUUAGGUDA - « - -« ¢ o e m e m e e e e m e m e e e e e aeem e e e e s seq

............. cuuuggucgucAagccuuagguga. - - seq

N
o
5
(=)

............. CUUUGQUCYUCCAGCCUUAGOUYA - - - - - - - - oo seq

............. CUUUGGUCYUCCAYGCCUUCGGUGR - « - - -« e e w m oo e e e e m e e e e m e e e e e e e aaas seq
............. CUUUUQUCQUCCAGCCUUAGGUYR - « - - - =« « - o c e e e m e et e e e e e e e e e aea e aaes seq
............. CUUUGGUCYUCCGYCCUUAGGUYA - « « - - = e x e mm e e e e e e e e e e e e e aeaeam e seq
............. cuuuggucguccagccuAagguga seq
............. cuuugguUguccagccuuagguga seq
............. cuuuggucguccagccuuaggAga seq
............. cuuuggucguccagccGuagguga seq
............. cuuuggucguccagccuuGgguga seq
............. cCuuggucguccagccuuagguga. - - seq
............. cuuuggucgGecagccuuagguga seq
............. cuuugUucguccagccuuagguga seq
............. cuuuggucgucGagccuuagguga seq

............. cuuuggucCuccagccuuagguga seq

............. Uuuuggucguccagccuuagguga seq

............. CUUUGQUCYUCCAGCCUUAGGUUA . « « - - e et e e e e e e e e e e e e e e e e eeaeeaeaaas seq
............. CUUUGGUCYUCCAYGCCUCAGYUYA - « - - - =« « « m o o e e e m e e e e m e e e e e e e aaas seq
............. CUUUGGUCYUCCAGCCCUAGGUYR - « - - - =« x m o m e e e mm e e e et e e e e e e aea e aaes seq
seq
seq
seq

seq

O P W 0 FP N BNEFP WEFRPNNOGOPRPRPDMWEREONO®

seq

%
IS

seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq

© NNRPRRRRRRNNEPR

seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq

P WER R RPNANPR PR

seq

=
o

seq
seq

P R R P RPRRRPRRPRRRPEPRRPRORRREPRIEOORORERORROREROORI ERORRRIRRIRRRIRRRRRRERRRRERIERRORIRIRRERIERRIERLIERLRLRR

seq



dme-miR-4-3p_MIMAT0000109

dme-miR-4-5p_MIMAT0020785

uugcaauuaguuucuuuggucguccagccuuaggugauuuuuccggucauaaagcuagacaaccauugaaguucguugugg

BN W R R R RN R

AP O FRP RPN®WERPRDNEPR

14
18

17

9967

18
12
55

12
12
21
27

11
24

33

P R R PR R RRRRERRRRRRRERRIERERRORRIRRERERRRRERRIERRRRRRRERIERRRRRRRRERRORIRRRERIERRRRRIRRERERIERRIERERLRR R

seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq



dme-miR-4-3p_MIMAT0000109
dme-miR-4-5p_MIMAT0020785

uugcaauuaguuucuuuggucguccagccuuaggugauuuuuccggucauaaagcuagacaaccauugaaguucguugugg

... .auaaagcuagacaaccauugaC
. .. .auaaagAuagacaaccauugaa
- .. .auCaagcuagacaaccauugaa
. . . -.Guaaagcuagacaaccauugaa

. . . -auaaagcuagacaaccauuAaa

21

278

[

N U R PR PO

116

21

170

N RN R e

A
5

GO NN WRRR R R

OO R ORRRRERREPRRRERIERORIERRIERRORIRIRIERRIEREROIRRORRIRRERRIERRIRRRORIERRRRERRRRERIERRRRRIERRERIERRIERERLRRR

seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq



dme-miR-4-3p_MIMAT0000109
dme-miR-4-5p_MIMAT0020785

uugcaauuaguuucuuuggucguccagccuuaggugauuuuuccggucauaaagcuagacaaccauugaaguucguugugg

.................................................. aaagcuagacaaccauugaag. - - - .. .- - . 2 0 seq



