
miRBase precursor : dme-mir-4968_MI0017754
Total read count : 31
dme-miR-4968-5p_MIMAT0020194 read count: 2
dme-miR-4968-3p_MIMAT0032118 read count: 20
remaining reads : 9 5'
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uuuuccucagagccgcgacugcuggcguguuauuguugcuguugcagcuagcugccacgguuuguugcuucacugauuacgcgcaaugcagcaacagcagcagcagcagaagcaacagcaacuaacugcagaggagcaauagcagcugagaguuc -3'5'- exp

.....(((..(((.((...((((.(((.((((..(((((((((((..((.(((((....(((.((((((.((.((........)).)).)))))))))....)))))))..)))))))))))))))))).....))))...)).)))..)))... reads mm sample

................................................uagcugccacgguuuguugcuuc.................................................................................... 1 0 seq

................................................uagcugccacgguuuguugcuuca................................................................................... 1 0 seq

.......................................................................................gcagcaacaAcagcagca.................................................. 1 1 seq

.......................................................................................gcagcaGcagcagcagca.................................................. 1 1 seq

.......................................................................................gcagcaacagcagcagcagca............................................... 1 0 seq

.......................................................................................gcagcaacagcagcagcaAca............................................... 1 1 seq

.......................................................................................gcagcaacaAcagcagcagcagaagc.......................................... 1 1 seq

........................................................................................cagcaacagcagcagcaC................................................. 2 1 seq

........................................................................................cagcaacaAcagcagcagca............................................... 1 1 seq

........................................................................................cagcaacagcagcagcagcaga............................................. 2 0 seq

.........................................................................................agcaGcagcagcagcagc................................................ 1 1 seq

.........................................................................................agcaacaAcagcagcagc................................................ 2 1 seq

.........................................................................................agcaacagcagcagcagca............................................... 1 0 seq

..........................................................................................gcaGcagcagcagcagca............................................... 1 1 seq

..........................................................................................gcaacaAcagcagcagcagaa............................................ 1 1 seq

...........................................................................................caacaAcagcagcagcagaagc.......................................... 1 1 seq

.............................................................................................acaAcagcagcagcagaagc.......................................... 1 1 seq

...............................................................................................agcagcagcagcagCagc.......................................... 1 1 seq

................................................................................................gcagcagcagcagCagca......................................... 1 1 seq

..................................................................................................agcagcagcagCagcaaca...................................... 2 1 seq

...................................................................................................gcagcagcagCagcaaca...................................... 1 1 seq

....................................................................................................cagcagcagCagcaacagc.................................... 1 1 seq

....................................................................................................cagcagcagCagcaacagca................................... 1 1 seq

........................................................................................................agcagaagcaGcagcaac................................. 4 1 seq


