
miRBase precursor : dme-mir-4966_MI0017752
Total read count : 132
dme-miR-4966-5p_MIMAT0020190 read count: 21
dme-miR-4966-3p_MIMAT0020191 read count: 111
remaining reads : 0
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dme-miR-4966-5p_MIMAT0020190

dme-miR-4966-3p_MIMAT0020191

gcugugugacaacaaacuugucggcacuggaguacuaaauauauugcacauguucaugcauguucaacauauuuagcacucaaguaccgaaaaaugaacaacgaaacgaaaaauaacacgaacauca -3'5'- exp

..(((((.............((((.(((.((((.((((((((.(((.((((((....)))))).))).)))))))).)))).))).))))...........((...)).......)))))....... reads mm sample

..............................aguacuaaauauauugcacaug........................................................................... 3 0 seq

................................uacuaaaAauauugcacauguu......................................................................... 1 1 seq

................................uacuaaauauauugcacauguu......................................................................... 17 0 seq

..........................................................cauguucaacauauuuagcacu............................................... 3 0 seq

...........................................................auguucaacauauuuagcacuc.............................................. 3 0 seq

............................................................uguucaacauauuuagcacuca............................................. 96 0 seq

............................................................uguucaacauauuuaUcacuca............................................. 1 1 seq

............................................................uguucaacauauuuGgcacuca............................................. 1 1 seq

............................................................uguucaacauauuCagcacuca............................................. 1 1 seq

............................................................uguucaacauaAuuagcacuca............................................. 2 1 seq

............................................................Aguucaacauauuuagcacuca............................................. 1 1 seq

............................................................uguucaacauauuuagcacCca............................................. 1 1 seq

............................................................uguucaacauauuAagcacuca............................................. 1 1 seq

............................................................uguucaacauauGuagcacuca............................................. 1 1 seq


