
miRBase precursor : dme-mir-4951_MI0017737
Total read count : 12
dme-miR-4951-3p_MIMAT0020165 read count: 2
dme-miR-4951-5p_MIMAT0020164 read count: 10
remaining reads : 0
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dme-miR-4951-5p_MIMAT0020164

dme-miR-4951-3p_MIMAT0020165

uuuucguacguacaaaaaagcaucagguuuucgggugagguuucugaugcuuugucucuuaaguuuuuccuaacaauuaaacccuaugucgguauuacgaauaccaucaaaaaaccucacccaccaaauguaugaccagagagauaaaaa -3'5'- exp

(((((...((((((..(((((.....))))).(((((((((((.(((((.(((((.......(((......)))......(((.......)))...)))))...)))))..)))))))))))......))))))....)))))....... reads mm sample

.............................uucgggugagguuucugaugcu................................................................................................... 2 0 seq

..............................ucgggugagguuucugaugcu................................................................................................... 7 0 seq

.................................ggugagguuucugaugcuuuguc.............................................................................................. 1 0 seq

.....................................................................................................uaccaucaaaaaaccucacccacc......................... 1 0 seq

........................................................................................................caucaaaaaaccucacccacca........................ 1 0 seq


