
miRBase precursor : dme-mir-375_MI0005813
Total read count : 707
dme-miR-375-3p_MIMAT0005472 read count: 603
remaining reads : 104
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dme-miR-375-3p_MIMAT0005472

ccgggcagcgaauuacuugggccaagggaaugcaaacugugaucaucccgaaaguuuguucguuuggcuuaaguuauuuucauguccgacu -3'5'- exp

.((((((..(((..((((((((((((.((..(((((((....((.....)).))))))))).))))))))))))....))).))))))... reads mm sample

..............acuugggccaagggaauAca......................................................... 1 1 seq

..............acuugggccaagggaaugca......................................................... 1 0 seq

..............acuugggccaagggaaugcaa........................................................ 14 0 seq

..............acuugggccaagggaauAcaa........................................................ 1 1 seq

..............acuugggccaagggaCugcaa........................................................ 1 1 seq

..............acuugggccaaggAaaugcaaa....................................................... 1 1 seq

..............acuugggccaagggaaugcaaac...................................................... 6 0 seq

..............acuugggccaagggCaugcaaacu..................................................... 2 1 seq

..............acuugggccaagggaaugcGaacu..................................................... 1 1 seq

..............acuugggccaagggaaugcaaacu..................................................... 68 0 seq

..............acuugggccaagggaaugcaaGcu..................................................... 1 1 seq

..............acuuCggccaagggaaugcaaacu..................................................... 1 1 seq

..............acuugggccaagAgaaugcaaacu..................................................... 1 1 seq

..............acuugAgccaagggaaugcaaacu..................................................... 1 1 seq

..............acCugggccaagggaaugcaaacu..................................................... 2 1 seq

..............acuugggccaagggaaugAaaacu..................................................... 1 1 seq

..............acuugggccGagggaaugcaaacu..................................................... 1 1 seq

.....................................................Uuuuguucguuuggcuuaag.................. 1 1 seq

......................................................uuuguucguuuggcuuaa................... 1 0 seq

......................................................uuuguucguuuggcuuaag.................. 3 0 seq

......................................................uuuguucguuuggcuuUagu................. 2 1 seq

......................................................uuuguucguuuggcuuaagu................. 7 0 seq

......................................................uuuguucguuuggcuuaUgu................. 1 1 seq

......................................................uuuguGcguuuggcuuaagu................. 1 1 seq

......................................................Auuguucguuuggcuuaaguu................ 1 1 seq

......................................................uuuguucguuugAcuuaaguu................ 2 1 seq

......................................................uuuguucguuuggcuuUaguu................ 3 1 seq

......................................................uuuguucguuuggUuuaaguu................ 2 1 seq

......................................................uuuguucguuuggcuuaaguu................ 107 0 seq

......................................................uuuguucguuAggcuuaaguu................ 1 1 seq

......................................................uuuguGcguuuggcuuaaguu................ 1 1 seq

......................................................uuuguAcguuuggcuuaaguu................ 2 1 seq

......................................................uuuguucguuuggcuuaagAu................ 1 1 seq

......................................................uuuguucAuuuggcuuaaguu................ 1 1 seq

......................................................uuugCucguuuggcuuaaguua............... 1 1 seq



ccgggcagcgaauuacuugggccaagggaaugcaaacugugaucaucccgaaaguuuguucguuuggcuuaaguuauuuucauguccgacu
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......................................................uuuguucguuuggcuuaaguuU............... 8 1 seq

......................................................uuuguucguuuggcGuaaguua............... 1 1 seq

......................................................uuuAuucguuuggcuuaaguua............... 4 1 seq

......................................................uuuguucguuuggcuuaaguua............... 379 0 seq

......................................................uuuguucguuugAcuuaaguua............... 1 1 seq

......................................................uuuguGcguuuggcuuaaguua............... 2 1 seq

......................................................uuuguucUuuuggcuuaaguua............... 2 1 seq

......................................................uuuguucgGuuggcuuaaguua............... 1 1 seq

......................................................uuuguucguuuggcuuaagAua............... 1 1 seq

......................................................uuuguCcguuuggcuuaaguua............... 5 1 seq

......................................................uuuguucguuuggcuuUaguua............... 3 1 seq

......................................................uuuguucguAuggcuuaaguua............... 4 1 seq

......................................................Auuguucguuuggcuuaaguua............... 4 1 seq

......................................................uuuguucguuugUcuuaaguua............... 1 1 seq

......................................................uuuguucguuAggcuuaaguua............... 1 1 seq

......................................................uuuguucguuuggcuuaaguuG............... 2 1 seq

......................................................uuuguucguuuggcuAaaguua............... 1 1 seq

......................................................uuuguucguuuggcCuaaguua............... 1 1 seq

......................................................Cuuguucguuuggcuuaaguua............... 1 1 seq

......................................................uuuguucguuuggUuuaaguua............... 1 1 seq

......................................................uuuguucguuuggcuGaaguua............... 1 1 seq

......................................................uuuguucguuuggcuuaaCuua............... 1 1 seq

......................................................uuuguucguuuggcuuaaguuC............... 1 1 seq

......................................................uuuguucguuuggcuuaaguAa............... 1 1 seq

......................................................uuuguucguuuggcuuaaguuaA.............. 22 1 seq

......................................................uuuguucguuuggcuuaaguuau.............. 6 0 seq

......................................................uuuguucguuuggcuuUaguuau.............. 1 1 seq

......................................................uuuguucguuuggcuuaaguuaC.............. 3 1 seq

.......................................................uuguucguuuggcuuaaguu................ 2 0 seq

.......................................................uuguucguuuggcuuaaguua............... 3 0 seq

........................................................uUuucguuuggcuuaaguua............... 1 1 seq


