
miRBase precursor : dme-mir-33_MI0000364
Total read count : 1657
dme-miR-33-3p_MIMAT0020808 read count: 153
dme-miR-33-5p_MIMAT0000342 read count: 1459
remaining reads : 45

5'C
U
C
U
U
CC U CU

G
G A G A U GAC A C GAA G G U G C A U U GUA G U CG CA U U G U C U G

U C C
C A A

UUGCUU
CAGGCAAUACAA

CUUCAGUG
CAAG

CUCU
GUGCAUUUCA

C3'

freq.

length

1

0.75

0.5

0.25

0

dme-miR-33-5p_MIMAT0000342

dme-miR-33-3p_MIMAT0020808

cucuuccucuggagaugacacgaaggugcauuguagucgcauugucugucccaauugcuucaggcaauacaacuucagugcaagcucugugcauuucac -3'5'- exp

...........((((((.((((.((.(((((((.(((.(.((((((((...(....)...)))))))).).))).)))))))..)).)))))))))).. reads mm sample

....uccucuggagaugacacgaag.......................................................................... 1 0 seq

.....ccucuggagaugacacgaag.......................................................................... 3 0 seq

.....................gaaAgugcauuguagucgcauugu...................................................... 1 1 seq

........................Agugcauuguagucgcauuguc..................................................... 1 1 seq

.........................gugcauuguagucgcauC........................................................ 1 1 seq

.........................gugcauuguagucgcauu........................................................ 14 0 seq

.........................gugcauuguagucgcauug....................................................... 30 0 seq

.........................gugcauuguaguUgcauug....................................................... 1 1 seq

.........................gugcauuguaAucgcauug....................................................... 1 1 seq

.........................Uugcauuguagucgcauug....................................................... 1 1 seq

.........................gugcauuguagucgcauuAu...................................................... 1 1 seq

.........................guAcauuguagucgcauugu...................................................... 1 1 seq

.........................gugcauuguagucAcauugu...................................................... 1 1 seq

.........................gugcauuguagucgcauugu...................................................... 329 0 seq

.........................gugcauuguagucgcauugG...................................................... 2 1 seq

.........................guUcauuguagucgcauugu...................................................... 1 1 seq

.........................gugcauuguaCucgcauugu...................................................... 1 1 seq

.........................gugcaCuguagucgcauugu...................................................... 1 1 seq

.........................gugcauuguGgucgcauugu...................................................... 1 1 seq

.........................Uugcauuguagucgcauugu...................................................... 2 1 seq

.........................gugcauugAagucgcauugu...................................................... 1 1 seq

.........................gugcauuguagGcgcauugu...................................................... 1 1 seq

.........................gugcauuguagucgcaCugu...................................................... 2 1 seq

.........................gugcauuguaguUgcauugu...................................................... 1 1 seq

.........................gugcauuguagucgcauCgu...................................................... 1 1 seq

.........................gugcauuAuagucgcauugu...................................................... 1 1 seq

.........................guCcauuguagucgcauuguc..................................................... 2 1 seq

.........................guAcauuguagucgcauuguc..................................................... 1 1 seq

.........................gugUauuguagucgcauuguc..................................................... 3 1 seq

.........................gugcauuguagGcgcauuguc..................................................... 1 1 seq

.........................gugcauuguaCucgcauuguc..................................................... 1 1 seq

.........................gugcauuguagucgcUuuguc..................................................... 1 1 seq

.........................gugcauuguagucgcauuguc..................................................... 891 0 seq

.........................gugcauuguagucgcGuuguc..................................................... 4 1 seq
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.........................gugcauuguagucgcauugAc..................................................... 1 1 seq

.........................gugcauuguagucCcauuguc..................................................... 1 1 seq

.........................gugcauuguagucgcauCguc..................................................... 2 1 seq

.........................gugcauuguagucgcauuguU..................................................... 4 1 seq

.........................Augcauuguagucgcauuguc..................................................... 2 1 seq

.........................gugcauuguagucAcauuguc..................................................... 1 1 seq

.........................gugcauuUuagucgcauuguc..................................................... 2 1 seq

.........................gugcauuguGgucgcauuguc..................................................... 2 1 seq

.........................gugcaCuguagucgcauuguc..................................................... 5 1 seq

.........................guUcauuguagucgcauuguc..................................................... 3 1 seq

.........................gugcauuguaguGgcauuguc..................................................... 1 1 seq

.........................gCgcauuguagucgcauuguc..................................................... 3 1 seq

.........................Cugcauuguagucgcauuguc..................................................... 2 1 seq

.........................gugcauuAuagucgcauuguc..................................................... 1 1 seq

.........................gugcauuguagucgcauAguc..................................................... 2 1 seq

.........................gAgcauuguagucgcauuguc..................................................... 2 1 seq

.........................gugcauuguagucgUauuguc..................................................... 1 1 seq

.........................gugcauuguagucgcauugCc..................................................... 3 1 seq

.........................gugcauuguagucgcauuguA..................................................... 5 1 seq

.........................gugcauuguagucgcCuuguc..................................................... 2 1 seq

.........................Uugcauuguagucgcauuguc..................................................... 2 1 seq

.........................gugcauuguagucgcaAuguc..................................................... 2 1 seq

.........................gugcGuuguagucgcauuguc..................................................... 2 1 seq

.........................gugcauuguagAcgcauuguc..................................................... 2 1 seq

.........................gugcauugAagucgcauuguc..................................................... 2 1 seq

.........................gugcauuguUgucgcauuguc..................................................... 1 1 seq

.........................gugcaGuguagucgcauuguc..................................................... 1 1 seq

.........................gugcauGguagucgcauuguc..................................................... 1 1 seq

.........................gugcauugCagucgcauuguc..................................................... 1 1 seq

.........................gugcauuguaAucgcauuguc..................................................... 4 1 seq

.........................gugcauuguagucUcauuguc..................................................... 1 1 seq

.........................gugcauuguaguAgcauuguc..................................................... 1 1 seq

.........................gugcauuguagCcgcauuguc..................................................... 1 1 seq

.........................gugcauuguaguUgcauuguc..................................................... 1 1 seq

.........................gugcauuguagucgcauugucC.................................................... 1 1 seq

.........................gugcauuguagucgcauugucA.................................................... 51 1 seq

.........................gugcauuguagucgcauugucu.................................................... 18 0 seq

.........................gugcauuguagucgcauugucug................................................... 15 0 seq

.........................gugcauuguagucgcauugucugu.................................................. 2 0 seq

..........................ugcauuguagucgcauuguc..................................................... 1 0 seq

..........................ugcauuguagucgcauugucu.................................................... 2 0 seq

...........................gcauuguagucgcauugu...................................................... 1 0 seq

............................cauuguagucgcauuguc..................................................... 1 0 seq

..............................................ugucccaauugcuucaAg................................... 1 1 seq

..............................................ugucccaauugcuucaUg................................... 1 1 seq

..............................................ugucccaauugcuucagg................................... 36 0 seq

..............................................ugucccaauugcuucagU................................... 1 1 seq

..............................................ugucccaauugcuucaggU.................................. 1 1 seq

..............................................................ggcaauacaacuucagugc.................. 1 0 seq

..............................................................ggcaauacaacuucagugca................. 1 0 seq

..............................................................ggcaauacaacuucagugcaa................ 1 0 seq

..............................................................ggcaauacaacuucagugcaag............... 2 0 seq

..............................................................ggcaauacaacuucagugcaagc.............. 13 0 seq

...............................................................gcaauacaacuucagugcaa................ 1 0 seq

...............................................................gcaauacaacuucagugcaag............... 2 0 seq

................................................................caauacaacuucagugca................. 2 0 seq

................................................................caauacaacuucagugcaa................ 3 0 seq

................................................................caauacaacuucagugcaag............... 1 0 seq

................................................................caauacaacuucagugcaagc.............. 8 0 seq

................................................................caauacaacCucagugcaagc.............. 1 1 seq

................................................................caauacaacuucagugcaagcC............. 2 1 seq

................................................................Aaauacaacuucagugcaagcu............. 5 1 seq

................................................................caauacaacuucaguCcaagcu............. 1 1 seq

................................................................caauacaacAucagugcaagcu............. 1 1 seq

................................................................caauacaacuucagugcaagcu............. 100 0 seq

................................................................caauacaacCucagugcaagcu............. 1 1 seq

................................................................caauacaacuucagAgcaagcu............. 1 1 seq

................................................................cCauacaacuucagugcaagcu............. 2 1 seq

................................................................caauacaacuucaguAcaagcu............. 1 1 seq
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................................................................caauacaacuucagugcaagcuU............ 3 1 seq


