
miRBase precursor : dme-mir-31b_MI0000410
Total read count : 991
dme-miR-31b-3p_MIMAT0020825 read count: 207
dme-miR-31b-5p_MIMAT0000389 read count: 784
remaining reads : 0 5'CAAAUAAUG
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caaauaaugaauuuggcaagaugucggaauagcugagagcacagcggaucgaacauuuuaucguccgaaaaaaugugauuauuuuugaaaagcggcuaugccucaucuagucaauugcauuacuuug -3'5'- exp

(((((((((...(((((.(((((..((.(((((((.........((((.(((........))))))).(((((((....)))))))......))))))).)).))))).)))))...))))).)))) reads mm sample

...........uuuggcaagaugucggaauagc.............................................................................................. 1 0 seq

...........uuuggcaagaugucggaauagGu............................................................................................. 1 1 seq

...........uuuggcaagaugucggaauagcu............................................................................................. 1 0 seq

.............uggcaagaugucggaauagc.............................................................................................. 3 0 seq

.............uggcaagaugucggaauagcu............................................................................................. 99 0 seq

.............Aggcaagaugucggaauagcu............................................................................................. 1 1 seq

.............uggcaagaugucggaGuagcu............................................................................................. 1 1 seq

.............uggcaagaugucggaauGgcu............................................................................................. 1 1 seq

.............uggcaagGugucggaauagcu............................................................................................. 1 1 seq

.............Cggcaagaugucggaauagcu............................................................................................. 2 1 seq

.............uggcaaUaugucggaauagcu............................................................................................. 1 1 seq

.............uggcaagaugGcggaauagcu............................................................................................. 1 1 seq

.............uggcaagaugucAgaauagcu............................................................................................. 1 1 seq

.............uggcaagaugucggUauagcu............................................................................................. 3 1 seq

.............uggcaagaugucggaauagcug............................................................................................ 121 0 seq

.............uggcaagaugucggaaAagcug............................................................................................ 1 1 seq

.............uggcaagaugucggaCuagcug............................................................................................ 1 1 seq

.............uggcaagauAucggaauagcug............................................................................................ 1 1 seq

.............uggcaGgaugucggaauagcug............................................................................................ 1 1 seq

.............uggcaagaugucggaGuagcug............................................................................................ 1 1 seq

.............uggcaagaugCcggaauagcug............................................................................................ 1 1 seq

.............uggcaagaugucAgaauagcug............................................................................................ 1 1 seq

.............uggcaagaugucggaauagcuU............................................................................................ 1 1 seq

.............uggcaagaugucggGauagcug............................................................................................ 2 1 seq

.............uggcaagaugucggaauagcuA............................................................................................ 2 1 seq

.............uggcaagaugucggaauagUug............................................................................................ 1 1 seq

.............uggcaagaugGcggaauagcug............................................................................................ 1 1 seq

.............uggcaagaugGcggaauagcuga........................................................................................... 1 1 seq

.............uggcaagaugucgCaauagcuga........................................................................................... 1 1 seq

.............uggcaagaugucggaauagcAga........................................................................................... 1 1 seq

.............uggcaagaugucggaauagcugC........................................................................................... 1 1 seq

.............uggcaagaugucggGauagcuga........................................................................................... 1 1 seq

.............uggcaagaugucggaauagcuga........................................................................................... 390 0 seq

.............uggcaagaugucggaauagcugG........................................................................................... 1 1 seq



caaauaaugaauuuggcaagaugucggaauagcugagagcacagcggaucgaacauuuuaucguccgaaaaaaugugauuauuuuugaaaagcggcuaugccucaucuagucaauugcauuacuuug

dme-miR-31b-3p_MIMAT0020825

dme-miR-31b-5p_MIMAT0000389

.............uggcaagaugucggaauagcuCa........................................................................................... 1 1 seq

.............uggcaagaugucggaauagAuga........................................................................................... 1 1 seq

.............uggcaagaugCcggaauagcuga........................................................................................... 1 1 seq

.............uggcaagaugucgUaauagcuga........................................................................................... 1 1 seq

.............Cggcaagaugucggaauagcuga........................................................................................... 1 1 seq

.............uggcaagaugucAgaauagcuga........................................................................................... 3 1 seq

.............uggcaagaugucgAaauagcuga........................................................................................... 5 1 seq

.............uggcaagaugucggaauaAcuga........................................................................................... 1 1 seq

.............uggcaagaugucggaauagcCga........................................................................................... 1 1 seq

.............uggcaagaugucggaaGagcuga........................................................................................... 1 1 seq

.............uggcaagaugucggaaCagcuga........................................................................................... 3 1 seq

.............Aggcaagaugucggaauagcuga........................................................................................... 6 1 seq

.............uggcaagaugucggaauagcuAa........................................................................................... 1 1 seq

.............uggcaCgaugucggaauagcuga........................................................................................... 1 1 seq

.............uggcaagaugucggaauagcugU........................................................................................... 4 1 seq

.............Gggcaagaugucggaauagcuga........................................................................................... 1 1 seq

.............uggcaagaugucggaaAagcuga........................................................................................... 2 1 seq

.............uggcaagaugAcggaauagcuga........................................................................................... 1 1 seq

.............uggcaaUaugucggaauagcuga........................................................................................... 1 1 seq

.............uggcaagaCgucggaauagcuga........................................................................................... 1 1 seq

.............uggcaagaugucggCauagcugag.......................................................................................... 3 1 seq

.............uggcaagaugucggaauagcugaU.......................................................................................... 1 1 seq

.............uggcaagaugucggaauagcugag.......................................................................................... 1 0 seq

.............uggcaagaugucggaauagcugaA.......................................................................................... 42 1 seq

.............uggcaagaugucggaauagcugaCa......................................................................................... 1 1 seq

.............uggcaagaugucggaauagcugaAa......................................................................................... 47 1 seq

.............uggcaagaugucggaauagcugaga......................................................................................... 1 0 seq

..............ggcaagaugucggaauagcug............................................................................................ 1 0 seq

..............ggcaagaugucggaauagcugU........................................................................................... 1 1 seq

...............Ucaagaugucggaauagcuga........................................................................................... 1 1 seq

.............................................................................................ggcuaugccucaucuaguc............... 1 0 seq

.............................................................................................ggcuaugccucaucuaguca.............. 7 0 seq

.............................................................................................ggcuaugccucaucuCgucaa............. 1 1 seq

.............................................................................................ggcuaugccucaucuagucaa............. 38 0 seq

.............................................................................................ggcuaugccucaucuagAcaa............. 1 1 seq

.............................................................................................ggcuaCgccucaucuagucaa............. 1 1 seq

.............................................................................................ggUuaugccucaucuagucaau............ 1 1 seq

.............................................................................................ggcuaCgccucaucuagucaau............ 1 1 seq

.............................................................................................ggcuaugccucaucuagucaaC............ 1 1 seq

.............................................................................................ggcuaugccucaCcuagucaau............ 1 1 seq

.............................................................................................ggcuaugccucUucuagucaau............ 1 1 seq

.............................................................................................ggcuaugccucaucCagucaau............ 2 1 seq

.............................................................................................ggcuaugccucaucuagucaau............ 136 0 seq

.............................................................................................gAcuaugccucaucuagucaau............ 1 1 seq

.............................................................................................ggcuaugccucaucuaAucaau............ 1 1 seq

.............................................................................................gUcuaugccucaucuagucaau............ 1 1 seq

.............................................................................................ggcuaugccucaucuagucaaA............ 10 1 seq

.............................................................................................ggcuaugccucaucuGgucaau............ 1 1 seq

.............................................................................................ggcuaAgccucaucuagucaau............ 1 1 seq


