
miRBase precursor : dme-mir-31a_MI0000420
Total read count : 2398
dme-miR-31a-5p_MIMAT0000400 read count: 2150
dme-miR-31a-3p_MIMAT0020834 read count: 247
remaining reads : 1
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dme-miR-31a-5p_MIMAT0000400

dme-miR-31a-3p_MIMAT0020834

uccguugguaaauuggcaagaugucggcauagcugacguugaaaagcgauuuugaagagcgcuaugcugcaucuagucaguuguucaaugga -3'5'- exp

((((((((..(((((((.(((((.(((((((((...((((....))))..((....))..)))))))))))))).)))))))..)))))))) reads mm sample

............Auggcaagaugucggcauagcu.......................................................... 1 1 seq

............Auggcaagaugucggcauagcug......................................................... 1 1 seq

............Auggcaagaugucggcauagcuga........................................................ 1 1 seq

.............uggcaagaugAcggcaua............................................................. 1 1 seq

.............uggcaagauAucggcaua............................................................. 1 1 seq

.............uggcaagaugucggcaua............................................................. 1 0 seq

.............uggcaagaugucggcauag............................................................ 19 0 seq

.............uggUaagaugucggcauagc........................................................... 1 1 seq

.............uggcaagaugucggcauagU........................................................... 1 1 seq

.............uggcaagaugucggcauagc........................................................... 28 0 seq

.............uggcaagaugucggcauagA........................................................... 1 1 seq

.............uggcaagaugucggcaAagcu.......................................................... 4 1 seq

.............uggcaagaugucggcauaAcu.......................................................... 2 1 seq

.............uggcaagaugucggcauagcu.......................................................... 304 0 seq

.............uggcaagaugucggcauagcG.......................................................... 1 1 seq

.............Cggcaagaugucggcauagcu.......................................................... 1 1 seq

.............uggcaagaugucCgcauagcu.......................................................... 1 1 seq

.............uggcaagauAucggcauagcu.......................................................... 1 1 seq

.............Aggcaagaugucggcauagcu.......................................................... 2 1 seq

.............uggcaaUaugucggcauagcu.......................................................... 1 1 seq

.............uggcaagaugucggUauagcu.......................................................... 3 1 seq

.............uggcaaAaugucggcauagcu.......................................................... 1 1 seq

.............uggcaagaugucggcauagcA.......................................................... 1 1 seq

.............uggcaagaugucggcaGagcu.......................................................... 1 1 seq

.............uggcaCgaugucggcauagcu.......................................................... 1 1 seq

.............uggcaagaugucggcauagGu.......................................................... 2 1 seq

.............uggcaagaugAcggcauagcu.......................................................... 2 1 seq

.............uggcaagaugucgAcauagcu.......................................................... 1 1 seq

.............uggcaagaugucggcauUgcu.......................................................... 4 1 seq

.............uggcaagaugucggcaCagcu.......................................................... 4 1 seq

.............uggcaagGugucggcauagcu.......................................................... 1 1 seq

.............uggcaagauguAggcauagcu.......................................................... 1 1 seq

.............uggcaagaugucggcauaCcu.......................................................... 2 1 seq

.............uggcaagaugucgUcauagcu.......................................................... 2 1 seq



uccguugguaaauuggcaagaugucggcauagcugacguugaaaagcgauuuugaagagcgcuaugcugcaucuagucaguuguucaaugga
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.............uggcaagaugucggcUuagcu.......................................................... 1 1 seq

.............uggcaagaugucAgcauagcu.......................................................... 5 1 seq

.............uggcaagaugucggcauCgcu.......................................................... 1 1 seq

.............uggcaagaugCcggcauagcu.......................................................... 2 1 seq

.............uggcaagaugucgCcauagcu.......................................................... 1 1 seq

.............uggcaagaugucggcauagAug......................................................... 1 1 seq

.............uggcaagaugucgUcauagcug......................................................... 2 1 seq

.............ugUcaagaugucggcauagcug......................................................... 1 1 seq

.............Cggcaagaugucggcauagcug......................................................... 2 1 seq

.............uggcaagaugucggcauagcuA......................................................... 2 1 seq

.............Aggcaagaugucggcauagcug......................................................... 7 1 seq

.............uggcaagaugucggcauagcug......................................................... 321 0 seq

.............uggcaagaugucggcauUgcug......................................................... 1 1 seq

.............uggcaagaugucggGauagcug......................................................... 2 1 seq

.............uggcaagaugucgAcauagcug......................................................... 2 1 seq

.............uggcaagaugucAgcauagcug......................................................... 5 1 seq

.............uggcaaAaugucggcauagcug......................................................... 1 1 seq

.............uggcaagaugucggcauagcCg......................................................... 1 1 seq

.............uggcaagaugucggcaCagcug......................................................... 1 1 seq

.............uggcaagaugucggcauagUug......................................................... 1 1 seq

.............uggcaagaugucggcauagcuU......................................................... 9 1 seq

.............uggcaagaugucggcaAagcug......................................................... 3 1 seq

.............uggcaGgaugucggcauagcug......................................................... 1 1 seq

.............uggcaagaugAcggcauagcug......................................................... 1 1 seq

.............uggcaagaugucggcauCgcuga........................................................ 5 1 seq

.............uggcaagaugucggcauaUcuga........................................................ 2 1 seq

.............uggcaagaugucggcauagcAga........................................................ 4 1 seq

.............uggcaagaugucggcauagcuga........................................................ 1125 0 seq

.............uggcaagGugucggcauagcuga........................................................ 1 1 seq

.............uggcaagaugucggcauagcuAa........................................................ 5 1 seq

.............uggcaagaugucCgcauagcuga........................................................ 2 1 seq

.............uggcaagaugucggcauagcugU........................................................ 21 1 seq

.............uggcaagaugCcggcauagcuga........................................................ 2 1 seq

.............uggcaagaugucggcaCagcuga........................................................ 3 1 seq

.............uggcaagaAgucggcauagcuga........................................................ 1 1 seq

.............uggcaagaugucgAcauagcuga........................................................ 1 1 seq

.............uggcaagaugucggcauagcuUa........................................................ 2 1 seq

.............Aggcaagaugucggcauagcuga........................................................ 58 1 seq

.............uggcaagauUucggcauagcuga........................................................ 6 1 seq

.............uggcaagaugucgCcauagcuga........................................................ 1 1 seq

.............uggcaagaugucggcUuagcuga........................................................ 2 1 seq

.............uggcGagaugucggcauagcuga........................................................ 1 1 seq

.............uggcaagaCgucggcauagcuga........................................................ 2 1 seq

.............uggcaagaugucggcauaAcuga........................................................ 2 1 seq

.............uggcaagaugucUgcauagcuga........................................................ 1 1 seq

.............uggcaagaugucggGauagcuga........................................................ 1 1 seq

.............uCgcaagaugucggcauagcuga........................................................ 1 1 seq

.............uggcaagaugucggcauagAuga........................................................ 1 1 seq

.............uggcaagaugucggcCuagcuga........................................................ 5 1 seq

.............uggcaagaugAcggcauagcuga........................................................ 3 1 seq

.............uggcaagaugucggcaAagcuga........................................................ 1 1 seq

.............Cggcaagaugucggcauagcuga........................................................ 8 1 seq

.............Gggcaagaugucggcauagcuga........................................................ 1 1 seq

.............uUgcaagaugucggcauagcuga........................................................ 2 1 seq

.............uggcaagaGgucggcauagcuga........................................................ 1 1 seq

.............uggcaaAaugucggcauagcuga........................................................ 2 1 seq

.............uggcaagauAucggcauagcuga........................................................ 1 1 seq

.............uggcaagaugucggcauagcCga........................................................ 3 1 seq

.............uggcaagaugucggcauagUuga........................................................ 2 1 seq

.............uggcaagaugucAgcauagcuga........................................................ 8 1 seq

.............uggcaagaugucggcGuagcuga........................................................ 3 1 seq

.............uggcaagaugucggcauagcugC........................................................ 8 1 seq

.............ugUcaagaugucggcauagcuga........................................................ 2 1 seq

.............uggcaagaugucggcauGgcuga........................................................ 2 1 seq

.............uggcaagaugucggcauagcugG........................................................ 7 1 seq

.............uggcaagauCucggcauagcuga........................................................ 1 1 seq

.............uggUaagaugucggcauagcuga........................................................ 4 1 seq

.............uggcaagaugucggcauagcugaA....................................................... 26 1 seq

.............uggcaagaugucggcauagcugaU....................................................... 22 1 seq
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.............uggcaagaugucggcauagcugaG....................................................... 3 1 seq

.............uggcaagaugucggcauagcugac....................................................... 1 0 seq

.............uggcaagaugucggcauagcugacguu.................................................... 3 0 seq

..............Ugcaagaugucggcauagcuga........................................................ 3 1 seq

..............ggcaagaugucggcauagcuga........................................................ 2 0 seq

...............gcaagaugucggcauagcu.......................................................... 1 0 seq

................caagaugucggcauagcuga........................................................ 2 0 seq

....................................cguugaaaagcgauuuugaagag................................. 1 0 seq

...........................................................cgcuaugcugcaucuagAca............. 1 1 seq

...........................................................cgcuaugcugcaucuaguca............. 1 0 seq

...........................................................cgcuaugcugcaucuagucag............ 3 0 seq

...........................................................cgcuaGgcugcaucuagucagu........... 2 1 seq

...........................................................cgcuaugcugcaucuagucagC........... 1 1 seq

...........................................................Agcuaugcugcaucuagucagu........... 38 1 seq

...........................................................cgcuaugcugcaucuagucagu........... 190 0 seq

...........................................................cgcuaugcugcaucuagucGgu........... 1 1 seq

...........................................................cgcuaugcuUcaucuagucagu........... 1 1 seq

...........................................................cgcuaugcugcaucuCgucagu........... 1 1 seq

...........................................................cgcuaCgcugcaucuagucagu........... 2 1 seq

...........................................................cgcuaugcugcaucuaAucagu........... 1 1 seq

...........................................................cgcuaugcugcaCcuagucagu........... 1 1 seq

...........................................................cgcuaugcugcaucuagucCgu........... 1 1 seq

...........................................................cgcGaugcugcaucuagucagu........... 1 1 seq

...........................................................cgcuaugcugcaucuaUucagu........... 2 1 seq


