
miRBase precursor : dme-mir-318_MI0000430
Total read count : 3986
dme-miR-318-3p_MIMAT0000410 read count: 3960
dme-miR-318-5p_MIMAT0020844 read count: 26
remaining reads : 0
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dme-miR-318-5p_MIMAT0020844

dme-miR-318-3p_MIMAT0000410

uuuaugggauacacacaguucaguuuugucacacuucaagcaucacugggcuuuguuuaucucaugag -3'5'- exp

.((((((((((.(((.((((((((..(((..........)))..)))))))).))).)))))))))). reads mm sample

......ggauacacacaguucaguuu.......................................... 1 0 seq

......ggauacacacaguucaguuuug........................................ 24 0 seq

......ggauacacacaguucGguuuug........................................ 1 1 seq

.........................................aucacugggcuuuguuuaucuca.... 4 0 seq

..........................................ucacugggcuuuguuuau........ 3 0 seq

..........................................ucacugggcuuuguuuauc....... 7 0 seq

..........................................ucacuCggcuuuguuuauc....... 1 1 seq

..........................................ucacuAggcuuuguuuauc....... 1 1 seq

..........................................ucacugggcuuugCuuaucu...... 1 1 seq

..........................................ucacugggcuuuUuuuaucu...... 1 1 seq

..........................................ucacugggcuuuAuuuaucu...... 1 1 seq

..........................................ucacugggcuuuguuuauGu...... 1 1 seq

..........................................ucacugggcuuuguuuaucu...... 117 0 seq

..........................................ucacugggcCuuguuuaucuc..... 1 1 seq

..........................................ucacuUggcuuuguuuaucuc..... 1 1 seq

..........................................ucacugggcuuuguuuaucuc..... 409 0 seq

..........................................ucacGgggcuuuguuuaucuc..... 1 1 seq

..........................................ucacuggCcuuuguuuaucuc..... 1 1 seq

..........................................ucacugggcuuuguuuaGcuc..... 1 1 seq

..........................................ucacugggcuuuAuuuaucuc..... 1 1 seq

..........................................ucGcugggcuuuguuuaucuc..... 1 1 seq

..........................................ucacugggcuuuguuuGucuc..... 1 1 seq

..........................................ucacugggcuCuguuuaucuc..... 1 1 seq

..........................................ucacugggcuuuguuuaucuG..... 1 1 seq

..........................................ucacuCggcuuuguuuaucuc..... 1 1 seq

..........................................ucacugggUuuuguuuaucuc..... 2 1 seq

..........................................ucacugggcuuuCuuuaucuc..... 2 1 seq

..........................................ucacuAggcuuuguuuaucuc..... 2 1 seq

..........................................Ccacugggcuuuguuuaucuc..... 1 1 seq

..........................................uAacugggcuuuguuuaucuc..... 1 1 seq

..........................................ucacugggcuuuguuGaucuc..... 1 1 seq

..........................................ucacugggcuuuguuuaucuca.... 3185 0 seq

..........................................ucacugggcuuuguuuUucuca.... 2 1 seq

..........................................ucacugggAuuuguuuaucuca.... 1 1 seq



uuuaugggauacacacaguucaguuuugucacacuucaagcaucacugggcuuuguuuaucucaugag

dme-miR-318-5p_MIMAT0020844

dme-miR-318-3p_MIMAT0000410

..........................................ucaUugggcuuuguuuaucuca.... 5 1 seq

..........................................ucacugAgcuuuguuuaucuca.... 4 1 seq

..........................................ucacugggcuuuguuuaGcuca.... 2 1 seq

..........................................ucacugggcuuuguuAaucuca.... 1 1 seq

..........................................ucacugggcuuuguuuaucucU.... 3 1 seq

..........................................ucacuAggcuuuguuuaucuca.... 9 1 seq

..........................................ucacuUggcuuuguuuaucuca.... 3 1 seq

..........................................ucacuggCcuuuguuuaucuca.... 2 1 seq

..........................................ucacugggcuuuguuuGucuca.... 8 1 seq

..........................................uUacugggcuuuguuuaucuca.... 1 1 seq

..........................................ucacugUgcuuuguuuaucuca.... 2 1 seq

..........................................ucacugggGuuuguuuaucuca.... 1 1 seq

..........................................ucacugggcuuuguuuaucuAa.... 1 1 seq

..........................................ucacugggcCuuguuuaucuca.... 15 1 seq

..........................................ucacCgggcuuuguuuaucuca.... 1 1 seq

..........................................Acacugggcuuuguuuaucuca.... 2 1 seq

..........................................ucacuggAcuuuguuuaucuca.... 4 1 seq

..........................................ucacugggcuuugGuuaucuca.... 4 1 seq

..........................................ucacugggcuuugCuuaucuca.... 5 1 seq

..........................................ucacugggcuuAguuuaucuca.... 3 1 seq

..........................................ucacugggcuuuguGuaucuca.... 3 1 seq

..........................................ucacugggcuuuguuGaucuca.... 1 1 seq

..........................................ucacugggcuuuguuuaucucG.... 9 1 seq

..........................................ucacugggcuuuCuuuaucuca.... 3 1 seq

..........................................ucacugggcuuuguCuaucuca.... 3 1 seq

..........................................ucacugggcuuugAuuaucuca.... 1 1 seq

..........................................ucacugggcuCuguuuaucuca.... 5 1 seq

..........................................ucacugggUuuuguuuaucuca.... 5 1 seq

..........................................ucacugggcuuuguuCaucuca.... 2 1 seq

..........................................ucGcugggcuuuguuuaucuca.... 4 1 seq

..........................................ucacuggUcuuuguuuaucuca.... 3 1 seq

..........................................ucacugggcGuuguuuaucuca.... 4 1 seq

..........................................ucacugggcuuuguuuauGuca.... 6 1 seq

..........................................ucacuCggcuuuguuuaucuca.... 6 1 seq

..........................................ucacugggcuuuguuuaCcuca.... 3 1 seq

..........................................ucacugggcuuuguuuaucCca.... 4 1 seq

..........................................Ccacugggcuuuguuuaucuca.... 5 1 seq

..........................................ucacugggcuuCguuuaucuca.... 2 1 seq

..........................................ucacugggcuuuguuuauUuca.... 3 1 seq

..........................................ucacugggcuuuAuuuaucuca.... 8 1 seq

..........................................ucacugggcuuuguuuCucuca.... 1 1 seq

..........................................ucacugggcuuuUuuuaucuca.... 3 1 seq

..........................................ucacugggcuAuguuuaucuca.... 1 1 seq

..........................................ucaGugggcuuuguuuaucuca.... 2 1 seq

..........................................ucacugggcuuuguuuaucucC.... 4 1 seq

..........................................ucacugggcuuuguuuaucucaA... 10 1 seq

..........................................ucacugggcuuuguuuaucucaC... 1 1 seq

..........................................ucacugggcuuuguuuaucucau... 7 0 seq

...........................................cacugggcuuuguuuaucuc..... 1 0 seq

...........................................cacugggcuuuguuuaucuca.... 11 0 seq

...........................................cacugggcuuCguuuaucuca.... 1 1 seq

............................................acugggcuuuguuuaucuca.... 4 0 seq

............................................Ucugggcuuuguuuaucuca.... 1 1 seq

............................................acuggCcuuuguuuaucuca.... 1 1 seq

.............................................cugggcuuuguuuaucuca.... 1 0 seq

..............................................ugggcuuuguuuaucuca.... 1 0 seq


