
miRBase precursor : dme-mir-316_MI0000428
Total read count : 594
dme-miR-316-3p_MIMAT0020842 read count: 108
dme-miR-316-5p_MIMAT0000408 read count: 486
remaining reads : 0
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dme-miR-316-3p_MIMAT0020842

dme-miR-316-5p_MIMAT0000408

aaauucuagucgauuugucuuuuuccgcuuacuggcguuucaauuccacaacgacaggaaagggaaaaaggcguauuuacuaugaguuu -3'5'- exp

((((((((((.(((.(((((((((((.(((.(((.((((..........)))).)))..)))))))))))))).))).)))).)))))) reads mm sample

...............ugucuuuuuccgcuuacugg...................................................... 1 0 seq

...............ugucuuuuuccgAuuacuggc..................................................... 1 1 seq

...............ugucuuuuuccgcuuacuggc..................................................... 29 0 seq

...............ugucuuuuuccgUuuacuggc..................................................... 1 1 seq

...............ugucuuuuuccgcuuaUuggcg.................................................... 1 1 seq

...............ugucuuuCuccgcuuacuggcg.................................................... 1 1 seq

...............ugucuAuuuccgcuuacuggcg.................................................... 1 1 seq

...............ugucuuuuuccgcuuacuggUg.................................................... 2 1 seq

...............uAucuuuuuccgcuuacuggcg.................................................... 2 1 seq

...............ugucuuuuuccgcuuacuggcC.................................................... 1 1 seq

...............ugucuuuuuccgcuCacuggcg.................................................... 1 1 seq

...............ugucuuuuuccgcCuacuggcg.................................................... 3 1 seq

...............ugucuuuuuccgAuuacuggcg.................................................... 1 1 seq

...............ugucuuuuuccgcuuacuggcA.................................................... 3 1 seq

...............ugucuuuuuccgcuuacuUgcg.................................................... 1 1 seq

...............ugucuuuuuccgcuuacuggGg.................................................... 1 1 seq

...............ugucuuuuuccgcuuacugUcg.................................................... 1 1 seq

...............Cgucuuuuuccgcuuacuggcg.................................................... 1 1 seq

...............Agucuuuuuccgcuuacuggcg.................................................... 9 1 seq

...............ugucuuuuuccgcuuGcuggcg.................................................... 1 1 seq

...............ugucuuuuuccgcuuacAggcg.................................................... 1 1 seq

...............ugucuCuuuccgcuuacuggcg.................................................... 1 1 seq

...............uguUuuuuuccgcuuacuggcg.................................................... 1 1 seq

...............ugucuuuuuccgcuuUcuggcg.................................................... 1 1 seq

...............ugucuuuuuccAcuuacuggcg.................................................... 2 1 seq

...............ugucuuuuuccgcuuacuggcg.................................................... 352 0 seq

...............ugucuuuuuccgcuuacuCgcgu................................................... 1 1 seq

...............ugucuuuuuccgcuuacugAcgu................................................... 1 1 seq

...............ugucuuuuuccgcuuCcuggcgu................................................... 1 1 seq

...............Agucuuuuuccgcuuacuggcgu................................................... 2 1 seq

...............ugucuuuuuccAcuuacuggcgu................................................... 1 1 seq

...............ugucuuuuuccgcuuacuggcgu................................................... 54 0 seq

...............ugucuuuuuccgcuuacuUgcgu................................................... 1 1 seq

...............ugucuuuuuccgGuuacuggcgu................................................... 1 1 seq



aaauucuagucgauuugucuuuuuccgcuuacuggcguuucaauuccacaacgacaggaaagggaaaaaggcguauuuacuaugaguuu

dme-miR-316-3p_MIMAT0020842

dme-miR-316-5p_MIMAT0000408

...............ugucuuuuuccgcuuacuggcgA................................................... 1 1 seq

...............ugucuuuuuccgcuuacGggcgu................................................... 1 1 seq

...............ugucuuuuuccgcuuacuggcguu.................................................. 1 0 seq

...............ugucuuuuuccgcuuacuggcguA.................................................. 1 1 seq

...................................................cgacaggaaagggaaaaaggcgu............... 1 0 seq

....................................................gacaggaaagggCaaaaggcgua.............. 1 1 seq

....................................................gacaggaaagAgaaaaaggcgua.............. 1 1 seq

....................................................gacaggaaagggaaaaaAgcgua.............. 1 1 seq

....................................................gacaggaaagggaaaaaggcgua.............. 27 0 seq

....................................................gacaggaaagggaaaaaggcgCa.............. 2 1 seq

.....................................................acaggaaagggaaaaaggcgu............... 4 0 seq

.....................................................acaggaaagggGaaaaggcgua.............. 1 1 seq

.....................................................aAaggaaagggaaaaaggcgua.............. 2 1 seq

.....................................................acaggaaagUgaaaaaggcgua.............. 2 1 seq

.....................................................acaggaaagggaaaaaggcAua.............. 1 1 seq

.....................................................acaggaaagggaaaaaggcgua.............. 57 0 seq

.....................................................acaggCaagggaaaaaggcgua.............. 1 1 seq

.....................................................acaggaaaggAaaaaaggcgua.............. 1 1 seq

.....................................................acaggaaagggaaaaGggcgua.............. 1 1 seq

.....................................................acaggaaagggaaaaaCgcgua.............. 1 1 seq

.....................................................acaggaGagggaaaaaggcgua.............. 1 1 seq

.....................................................acaggaaagggaaaaaggcguau............. 1 0 seq

.....................................................acaggaaagggaaaaaggcguaA............. 2 1 seq


