
miRBase precursor : dme-mir-315_MI0000427
Total read count : 1053
dme-miR-315-5p_MIMAT0000407 read count: 1012
dme-miR-315-3p_MIMAT0020841 read count: 41
remaining reads : 0 5'C A C U U A U
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dme-miR-315-5p_MIMAT0000407

dme-miR-315-3p_MIMAT0020841

cacuuauauaauuuugauuguugcucagaaagcccucauuguuuaccaguuggcuuucgagcaauaauugaaaccagauaagug -3'5'- exp

(((((((....(((..((((((((((.(((((((...((((.....)))).)))))))))))))))))..)))....))))))) reads mm sample

..........auuuugauuguugcucagaaagc................................................... 1 0 seq

..........auuuugauuguugcucagaaagcc.................................................. 4 0 seq

...........uuuugauuguugcucaga....................................................... 2 0 seq

...........uuuugauuguugcucagaa...................................................... 4 0 seq

...........uuuugauuguugcucagaaa..................................................... 6 0 seq

...........uuuugaGuguugcucagaaag.................................................... 1 1 seq

...........uuuugauuguugcucagaaag.................................................... 36 0 seq

...........uuuugauuguugcucaAaaag.................................................... 1 1 seq

...........uuuugauuguugcucagaaaA.................................................... 1 1 seq

...........uuuugauuUuugcucagaaagc................................................... 1 1 seq

...........uuuugauuguCgcucagaaagc................................................... 1 1 seq

...........uuuugauuguugcucagGaagc................................................... 1 1 seq

...........Auuugauuguugcucagaaagc................................................... 1 1 seq

...........uuuugauuguugcucGgaaagc................................................... 1 1 seq

...........uuuugauuguugcucagaGagc................................................... 1 1 seq

...........uuuugauugGugcucagaaagc................................................... 1 1 seq

...........uuuugauuguugcucagaaagc................................................... 96 0 seq

...........uCuugauuguugcucagaaagcc.................................................. 3 1 seq

...........uuuugauAguugcucagaaagcc.................................................. 1 1 seq

...........uuuugauuguugcuUagaaagcc.................................................. 1 1 seq

...........uuuugauugCugcucagaaagcc.................................................. 2 1 seq

...........uuuuAauuguugcucagaaagcc.................................................. 1 1 seq

...........Auuugauuguugcucagaaagcc.................................................. 27 1 seq

...........uuuugauuguugcucagaaagUc.................................................. 1 1 seq

...........uuuugauuguuUcucagaaagcc.................................................. 2 1 seq

...........uuuugauuguugcCcagaaagcc.................................................. 4 1 seq

...........uuuugauuguugcucagaaagcA.................................................. 1 1 seq

...........uuuGgauuguugcucagaaagcc.................................................. 1 1 seq

...........uuuugauuUuugcucagaaagcc.................................................. 2 1 seq

...........uuuugauuguugcucagaaCgcc.................................................. 1 1 seq

...........Cuuugauuguugcucagaaagcc.................................................. 9 1 seq

...........uuCugauuguugcucagaaagcc.................................................. 3 1 seq

...........uuuugauuguugcucagaaGgcc.................................................. 1 1 seq

...........Guuugauuguugcucagaaagcc.................................................. 2 1 seq



cacuuauauaauuuugauuguugcucagaaagcccucauuguuuaccaguuggcuuucgagcaauaauugaaaccagauaagug

dme-miR-315-5p_MIMAT0000407

dme-miR-315-3p_MIMAT0020841

...........uuuugauuguugcucaUaaagcc.................................................. 1 1 seq

...........uuuugauugGugcucagaaagcc.................................................. 1 1 seq

...........uuuugauCguugcucagaaagcc.................................................. 1 1 seq

...........uuuugauuguugcucagCaagcc.................................................. 1 1 seq

...........uuuugauuguugcucagaCagcc.................................................. 2 1 seq

...........uuuugaGuguugcucagaaagcc.................................................. 1 1 seq

...........uuuugauuCuugcucagaaagcc.................................................. 1 1 seq

...........uuuugauuguugcuAagaaagcc.................................................. 2 1 seq

...........uGuugauuguugcucagaaagcc.................................................. 1 1 seq

...........uuuugauuguugcucagaaagcU.................................................. 1 1 seq

...........uuuugauuguugcucCgaaagcc.................................................. 5 1 seq

...........uuuugauuguugcGcagaaagcc.................................................. 2 1 seq

...........uuuugauuguugcucagaaagcc.................................................. 748 0 seq

...........uuuugauuguugcucagaGagcc.................................................. 2 1 seq

...........uuGugauuguugcucagaaagcc.................................................. 2 1 seq

...........uuuugauuguugcucagaaagccc................................................. 3 0 seq

...........uuuugauuguugcucagaaagccA................................................. 1 1 seq

...........uuuugauuguugcucagaaagccU................................................. 14 1 seq

............uuugauuguugcucagaaagcc.................................................. 2 0 seq

....................................................gcuuucgagcaauaauugaaac.......... 1 0 seq

.....................................................cuuucgagcaauaauugaaac.......... 3 0 seq

.....................................................cuuucgagcaauaauugaaGc.......... 1 1 seq

.....................................................Auuucgagcaauaauugaaacc......... 1 1 seq

.....................................................cuuucgagcaauaauugaaacc......... 34 0 seq

.....................................................cuuucAagcaauaauugaaacc......... 1 1 seq


