
miRBase precursor : dme-mir-314_MI0000426
Total read count : 396
dme-miR-314-5p_MIMAT0020840 read count: 19
dme-miR-314-3p_MIMAT0000406 read count: 373
remaining reads : 4
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ucguaacuuguguggcuucgaacuuaccuaguugaggaaaacucccaugucggauuuuguuaccucugguauucgagccaauaaguucgg -3'5'- exp

.((.(((((((.(((((.((((..((((.....((((.(((.(((......))).)))....)))).)))))))))))))))))))))). reads mm sample

.cguaacuuguguggcuucg...................................................................... 1 0 seq

..gCaacuuguguggcuucgaacu.................................................................. 1 1 seq

..guaacuuguguggcuucgaacuu................................................................. 2 0 seq

..guaacuuguguggcuucgaacuua................................................................ 2 0 seq

..guaacuuguguggcuucgaacuuac............................................................... 2 0 seq

..guaacuugCguggcuucgaacuuac............................................................... 1 1 seq

..guaacuuguguggcuucgaacuuacc.............................................................. 2 0 seq

.......uuguguggcuucgaacuuacc.............................................................. 1 0 seq

.........guguggcuucgaacuuac............................................................... 4 0 seq

.........guguggcuucgaacCuacc.............................................................. 1 1 seq

.........guguggcuucgaacuuacc.............................................................. 2 0 seq

..........uguggcuucgaacuuaccuaguug........................................................ 1 0 seq

..............gcuucgaacuuaccuaguugag...................................................... 1 0 seq

............................................................uaccucugguauucgagccaau........ 1 0 seq

...............................................................cucugguauucgagccaaua....... 1 0 seq

.....................................................................uauucgagccaauaaguu... 9 0 seq

.....................................................................uauucgagccaauaaguuc.. 12 0 seq

.....................................................................uauucgagccaauaagGucg. 1 1 seq

.....................................................................uauucgagccaauaaAuucg. 1 1 seq

.....................................................................uaAucgagccaauaaguucg. 1 1 seq

.....................................................................uauucgagccaaAaaguucg. 1 1 seq

.....................................................................uauucgagccaaGaaguucg. 1 1 seq

.....................................................................uauucgagccaauaaguucA. 1 1 seq

.....................................................................uauucgagccaauaagAucg. 2 1 seq

.....................................................................uauucgagccaauaaguAcg. 1 1 seq

.....................................................................uauucCagccaauaaguucg. 1 1 seq

.....................................................................uauucgagccaauaaguucg. 52 0 seq

.....................................................................uauucgagccaauaaguucU. 2 1 seq

.....................................................................uauucgagccaauaaguucAg 1 1 seq

.....................................................................uauucgagccaauaagCucgg 1 1 seq

.....................................................................Aauucgagccaauaaguucgg 1 1 seq

.....................................................................uGuucgagccaauaaguucgg 1 1 seq

.....................................................................uauCcgagccaauaaguucgg 1 1 seq

.....................................................................uauucgagccaauaaguAcgg 5 1 seq



ucguaacuuguguggcuucgaacuuaccuaguugaggaaaacucccaugucggauuuuguuaccucugguauucgagccaauaaguucgg

dme-miR-314-3p_MIMAT0000406

dme-miR-314-5p_MIMAT0020840

.....................................................................Cauucgagccaauaaguucgg 1 1 seq

.....................................................................uauucgagccaauaaguucgA 1 1 seq

.....................................................................uauucgagccaauaagAucgg 5 1 seq

.....................................................................uauucgagccaauaaguucgU 15 1 seq

.....................................................................uauucAagccaauaaguucgg 1 1 seq

.....................................................................uauucgagccaaGaaguucgg 3 1 seq

.....................................................................uauucgagccaauaaAuucgg 5 1 seq

.....................................................................uauucgaCccaauaaguucgg 2 1 seq

.....................................................................uauucgagccaauaaUuucgg 1 1 seq

.....................................................................uauucgagccaauaaguGcgg 2 1 seq

.....................................................................uauucgagccaauaaguucgg 235 0 seq

.....................................................................uauucgagccCauaaguucgg 1 1 seq

.....................................................................uauucgagccaaAaaguucgg 2 1 seq

......................................................................auucgagccaauaaguucg. 1 0 seq

.......................................................................uucgagccaauaaguucg. 2 0 seq

.......................................................................uucgagccaauaaguucgg 1 0 seq


