
miRBase precursor : dme-mir-313_MI0000425
Total read count : 7119
dme-miR-313-3p_MIMAT0000405 read count: 596
dme-miR-313-5p_MIMAT0020839 read count: 6519
remaining reads : 4
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auuuucugcugcggaugggggcaguacuguuuuuuuaacauugaguauugcacuuuucacagcccgaaaau -3'5'- exp

((((((.((((.(((.((..(((((((((((.....)))....)))))))).)).))).))))..)))))) reads mm sample

.....cGgcugcggaugggggca................................................ 1 1 seq

.....cugcugcggaugggggcag............................................... 13 0 seq

.....cugcugcggaugggggcagA.............................................. 1 1 seq

.....cugcugcggaugggggcagu.............................................. 20 0 seq

.....cugcugcggauggggCcagua............................................. 1 1 seq

.....cugcugcggaugggggcaguC............................................. 1 1 seq

.....Augcugcggaugggggcagua............................................. 1 1 seq

.....cugcugcggaugggggcaguU............................................. 3 1 seq

.....cugcCgcggaugggggcagua............................................. 1 1 seq

.....cugcugcggaugggggAagua............................................. 1 1 seq

.....cugcugcggaugggggcagua............................................. 52 0 seq

.....cugcugcggaugggggcagAa............................................. 1 1 seq

.....cugcugcggaugggggcaguaA............................................ 38 1 seq

.....cugcugcggauggggUcaguac............................................ 1 1 seq

.....cugcugcggaugggggcaguac............................................ 32 0 seq

.....cugcugcggaugggggcaguaU............................................ 3 1 seq

.....cugcugcggaugggggcagGac............................................ 1 1 seq

.....Augcugcggaugggggcaguac............................................ 3 1 seq

.....cugcugcggaugggggcagGacu........................................... 1 1 seq

.....Augcugcggaugggggcaguacu........................................... 1 1 seq

.....cugcugcggaugUgggcaguacu........................................... 1 1 seq

.....cugcugcggaugggggcagCacu........................................... 2 1 seq

.....cugcugcggaugAgggcaguacu........................................... 1 1 seq

.....cugcugcggaugggggAaguacu........................................... 1 1 seq

.....cugcugcggaugggggcaguacu........................................... 53 0 seq

.....cugcugcggaugggggUaguacu........................................... 1 1 seq

.....cugcugAggaugggggcaguacu........................................... 2 1 seq

.....cugcugcggaugggggcaguacA........................................... 31 1 seq

.....cugcugcggaugggggcaguacC........................................... 2 1 seq

.....cugcugcggaugggggcaguacuU.......................................... 3 1 seq

.....cugcugcggaugggggcaguacuA.......................................... 8 1 seq

......ugcugcggaugggggcaU............................................... 3 1 seq

......ugcugcggaugggggAag............................................... 1 1 seq

......ugcugcggaugggggcaA............................................... 6 1 seq
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......ugcugcggaugggggcag............................................... 51 0 seq

......ugcugcggaugggggcagu.............................................. 86 0 seq

......Agcugcggaugggggcagu.............................................. 1 1 seq

......ugcugcggauggAggcagu.............................................. 1 1 seq

......ugcugcggaugggggcGgu.............................................. 1 1 seq

......ugcugcggaugggggcagA.............................................. 4 1 seq

......ugcugcggaugggggcagC.............................................. 1 1 seq

......uAcugcggaugggggcagu.............................................. 1 1 seq

......ugcugcggaugggggcUgua............................................. 1 1 seq

......ugcugcgAaugggggcagua............................................. 1 1 seq

......ugcugcggaugggggcaAua............................................. 1 1 seq

......ugcugcggaugggggUagua............................................. 1 1 seq

......ugcugcggaCgggggcagua............................................. 2 1 seq

......ugcugcggaugggggcaguG............................................. 2 1 seq

......ugcugcggaugggggcaguC............................................. 1 1 seq

......ugcugcggaugggggcagCa............................................. 1 1 seq

......ugcugcggaugggggcCgua............................................. 2 1 seq

......Agcugcggaugggggcagua............................................. 5 1 seq

......ugcugcggauggggCcagua............................................. 1 1 seq

......ugcugcggaugggggcaUua............................................. 1 1 seq

......uCcugcggaugggggcagua............................................. 1 1 seq

......ugcugcggaugggggcGgua............................................. 1 1 seq

......ugcugcggaugggggcaguU............................................. 7 1 seq

......ugcugcggaugggggcagua............................................. 244 0 seq

......ugcugcggaugggggAagua............................................. 1 1 seq

......ugcugcggaugggggcagGa............................................. 2 1 seq

......ugcugcggauggggCcaguac............................................ 1 1 seq

......ugcugcggaugggggcaUuac............................................ 1 1 seq

......ugcugcggaugggggcaguUc............................................ 1 1 seq

......ugcugcggaugggggcaAuac............................................ 2 1 seq

......ugcugcggaugggggcCguac............................................ 3 1 seq

......ugcugcggauCggggcaguac............................................ 1 1 seq

......ugcuCcggaugggggcaguac............................................ 1 1 seq

......ugcugcggaugggggcaguac............................................ 865 0 seq

......ugcugcAgaugggggcaguac............................................ 4 1 seq

......ugcugcggaugggAgcaguac............................................ 2 1 seq

......uUcugcggaugggggcaguac............................................ 2 1 seq

......ugcugcggaugggggcaguaA............................................ 907 1 seq

......ugcugcggaugggggAaguac............................................ 2 1 seq

......ugcugcggaugAgggcaguac............................................ 6 1 seq

......ugcugcggaugggggcagGac............................................ 26 1 seq

......Cgcugcggaugggggcaguac............................................ 1 1 seq

......ugcugcggauggggAcaguac............................................ 3 1 seq

......ugcugcggaugggggcaguaU............................................ 40 1 seq

......ugcuAcggaugggggcaguac............................................ 1 1 seq

......ugcugcggaugggggcagAac............................................ 1 1 seq

......ugcugcggauggggUcaguac............................................ 1 1 seq

......ugcugcggGugggggcaguac............................................ 1 1 seq

......ugcugcggaugggggcUguac............................................ 3 1 seq

......ugcCgcggaugggggcaguac............................................ 1 1 seq

......ugcugcUgaugggggcaguac............................................ 1 1 seq

......ugcugcggauAggggcaguac............................................ 1 1 seq

......Agcugcggaugggggcaguac............................................ 5 1 seq

......ugcugcggaugggggcaguaG............................................ 12 1 seq

......ugcugcggaugggUgcaguac............................................ 1 1 seq

......ugcugcggaugggggGaguac............................................ 1 1 seq

......ugcugcggaugggggcagCac............................................ 2 1 seq

......ugcugcggauggCggcaguac............................................ 1 1 seq

......ugcugcggaugggggcaguacA........................................... 888 1 seq

......ugcugcggauggUggcaguacu........................................... 1 1 seq

......ugcugcggaugUgggcaguacu........................................... 1 1 seq

......ugcugcggUugggggcaguacu........................................... 1 1 seq

......ugcugAggaugggggcaguacu........................................... 1 1 seq

......ugcugcggaugggggcagCacu........................................... 11 1 seq

......ugAugcggaugggggcaguacu........................................... 1 1 seq

......ugcugcgUaugggggcaguacu........................................... 3 1 seq

......ugcugcAgaugggggcaguacu........................................... 1 1 seq

......Cgcugcggaugggggcaguacu........................................... 6 1 seq

......ugcugcggaugggggcaUuacu........................................... 2 1 seq
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......ugcugcggauggAggcaguacu........................................... 3 1 seq

......ugcugcggaugggggcaguacu........................................... 2083 0 seq

......ugcugcggaugggggcaguCcu........................................... 2 1 seq

......ugcugcggaCgggggcaguacu........................................... 3 1 seq

......ugcugcggaugggggcCguacu........................................... 8 1 seq

......ugcugcggGugggggcaguacu........................................... 1 1 seq

......ugcugcggaugggggcaguUcu........................................... 2 1 seq

......ugcugcgAaugggggcaguacu........................................... 1 1 seq

......ugcugcggaugggggcaguaUu........................................... 1 1 seq

......ugcugcggauggggUcaguacu........................................... 2 1 seq

......ugcugcggaugggCgcaguacu........................................... 2 1 seq

......ugcuUcggaugggggcaguacu........................................... 2 1 seq

......ugcugcggaugggggcUguacu........................................... 4 1 seq

......ugcugcggaugAgggcaguacu........................................... 4 1 seq

......ugcugcggaugggggcGguacu........................................... 6 1 seq

......ugcugcggaugggggcagAacu........................................... 1 1 seq

......ugcugcggaugggggcagGacu........................................... 35 1 seq

......ugcugcggaugggggcaguacG........................................... 7 1 seq

......ugcugcggaugggAgcaguacu........................................... 7 1 seq

......ugcuAcggaugggggcaguacu........................................... 1 1 seq

......ugcugGggaugggggcaguacu........................................... 1 1 seq

......ugcugcggauggCggcaguacu........................................... 1 1 seq

......ugcugcggaugggggGaguacu........................................... 1 1 seq

......ugcugcggaugggggcaguaGu........................................... 2 1 seq

......ugcugcggaugggggcaguGcu........................................... 4 1 seq

......ugcugcggaugggUgcaguacu........................................... 2 1 seq

......ugcugcUgaugggggcaguacu........................................... 2 1 seq

......ugcugcggaugggggUaguacu........................................... 1 1 seq

......ugcugcggauggggCcaguacu........................................... 1 1 seq

......Agcugcggaugggggcaguacu........................................... 24 1 seq

......ugcCgcggaugggggcaguacu........................................... 1 1 seq

......ugcugcggaugggggAaguacu........................................... 6 1 seq

......ugcugcggaugggggcaguaAu........................................... 19 1 seq

......uUcugcggaugggggcaguacu........................................... 1 1 seq

......ugcugcggaugggggcaguacC........................................... 13 1 seq

......ugcugcggaugggggAaguacug.......................................... 1 1 seq

......ugcugcggaugggggcaguacGg.......................................... 2 1 seq

......ugcugcggaugggggcaguaAug.......................................... 3 1 seq

......ugcugcggaugggggcaguacuC.......................................... 2 1 seq

......ugcugcggaugggggcagGacug.......................................... 6 1 seq

......ugcugcggaugggggcaguaGug.......................................... 3 1 seq

......ugcugcggaugggggcaAuacug.......................................... 1 1 seq

......ugcugcggauggAggcaguacug.......................................... 1 1 seq

......ugcugcggaugggggcaguacuA.......................................... 354 1 seq

......ugcugcggaugggggcUguacug.......................................... 1 1 seq

......Agcugcggaugggggcaguacug.......................................... 1 1 seq

......ugcugcggaugggggcGguacug.......................................... 1 1 seq

......ugcugcggaugggUgcaguacug.......................................... 2 1 seq

......ugcugcggaugggggcaguCcug.......................................... 2 1 seq

......ugcugcggaAgggggcaguacug.......................................... 1 1 seq

......ugcugcggaugggggcagCacug.......................................... 3 1 seq

......ugcugcggauggggUcaguacug.......................................... 1 1 seq

......ugcugcggaugggggcaguacAg.......................................... 1 1 seq

......ugcugcggaugggggcaguacug.......................................... 258 0 seq

......ugcugcggaugggggcaguacuU.......................................... 57 1 seq

......ugcugcggaugggggcaguGcug.......................................... 1 1 seq

......ugcugcggaugggggcaguacuUu......................................... 4 1 seq

......ugcugcggCugggggcaguacugu......................................... 1 1 seq

......ugcugcggaugggggcaguacugu......................................... 10 0 seq

......ugcugcggaugggggcaguacugA......................................... 1 1 seq

......ugcugcggaugggggcaguacuAu......................................... 7 1 seq

......ugcugcggaugggggUaguacugu......................................... 1 1 seq

......ugcugcggaugggggcaguacuguG........................................ 1 1 seq

......ugcugcggaugggggcaguacuguu........................................ 3 0 seq

......ugcugcggaugggggcaguacuguA........................................ 2 1 seq

......ugcugcggaugggggcaguacuguuu....................................... 1 0 seq

......ugcugcggaugggggcaguacuguuA....................................... 2 1 seq

......ugcugcggaugggggcaguacuguuuu...................................... 1 0 seq

......ugcugcggaugggUgcaguacuguuuuu..................................... 1 1 seq
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.......gcugcggaugggggcaguacug.......................................... 1 0 seq

.........................................ugaguauugcacuuuucacagcccga.... 1 0 seq

..........................................gaguauugcacuuuucacagcccg..... 2 0 seq

............................................guauugcacuuuCcacagcccg..... 1 1 seq

............................................guauugcacuuuucacagcccg..... 18 0 seq

............................................guauugcacuuuucacagcccga.... 17 0 seq

............................................Auauugcacuuuucacagcccga.... 2 1 seq

............................................guauugcacuuuucacagcccgaa... 1 0 seq

............................................Auauugcacuuuucacagcccgaa... 1 1 seq

............................................guauugcacuuuucacagcccgaU... 1 1 seq

............................................Auauugcacuuuucacagcccgaaa.. 1 1 seq

.............................................uauugcacuuuucacagccc...... 2 0 seq

.............................................uauugcacuuuucacagcccg..... 13 0 seq

.............................................uauugcacuuuCcacagcccg..... 1 1 seq

.............................................uauugAacuuuucacagcccga.... 1 1 seq

.............................................uauugcacCuuucacagcccga.... 3 1 seq

.............................................uauugcacuCuucacagcccga.... 1 1 seq

.............................................uauugcacuuuucacagccAga.... 2 1 seq

.............................................uauugcacuuuucacGgcccga.... 1 1 seq

.............................................uauugcCcuuuucacagcccga.... 1 1 seq

.............................................uauugcacuuuucacagcccgC.... 1 1 seq

.............................................uauugcacuuuucaUagcccga.... 1 1 seq

.............................................uauugcaAuuuucacagcccga.... 1 1 seq

.............................................uauugcacuuuucacagcAcga.... 5 1 seq

.............................................uauugcacuuuucacaAcccga.... 1 1 seq

.............................................uauugcacuuuucacagcccgU.... 8 1 seq

.............................................uauugcacuuuucCcagcccga.... 2 1 seq

.............................................Aauugcacuuuucacagcccga.... 1 1 seq

.............................................uauugcacuuuucacagcccga.... 448 0 seq

.............................................uauugcacuuuucacagcUcga.... 1 1 seq

.............................................uauugcacuuuucacagcccgG.... 1 1 seq

.............................................uauugcacuuuucacaCcccga.... 2 1 seq

.............................................uauugcacuuCucacagcccga.... 2 1 seq

.............................................uauugcacuuuucacaUcccga.... 2 1 seq

.............................................uauugcacuuuucacagccUga.... 3 1 seq

.............................................uauugcacuuuucacagcccgaU... 2 1 seq

.............................................uauugcacuuuucacagcccgaa... 14 0 seq

.............................................uauugcacuuuucacagcAcgaa... 1 1 seq

.............................................uauugcacuuuucacagcccgaaU.. 2 1 seq

.............................................uauugcacuuuucacagcUcgaaa.. 1 1 seq

.............................................uauugcacuuuucacagcccgaaa.. 20 0 seq

.............................................uauugcacuuuucacagccAgaaa.. 1 1 seq

.............................................uauugcacuuuucacagcccgaUa.. 1 1 seq

.............................................uauugcacuuuucacagcccgGaa.. 1 1 seq

..............................................auugcacuuuucacagcccga.... 3 0 seq

...............................................uugcacuuuucacagcccga.... 1 0 seq

................................................ugcacuuuucacagcccg..... 1 0 seq

................................................ugcacuuuucacagcccga.... 1 0 seq

.................................................gcacuuuucacagcccga.... 1 0 seq


