
miRBase precursor : dme-mir-311_MI0000423
Total read count : 6838
dme-miR-311-5p_MIMAT0020837 read count: 216
dme-miR-311-3p_MIMAT0000403 read count: 6622
remaining reads : 0
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dme-miR-311-5p_MIMAT0020837

dme-miR-311-3p_MIMAT0000403

ucuagaucauuuuucggacgguauauggguuaauauuucauuugucgaauauauugcacauucaccggccugaaaauaucaaga -3'5'- exp

(((.(((...(((((((.((((..(((.((.((((((((.......))).))))))).)))..))))..))))))).))).))) reads mm sample

.............ucggacgguauauggguCaau.................................................. 1 1 seq

.............ucggacgguauauggguuaauau................................................ 3 0 seq

..............cggacgguauauggguuaa................................................... 1 0 seq

..............cggacgguauauggguuaau.................................................. 2 0 seq

..............cggacgguauauggguCaau.................................................. 1 1 seq

..............cggacgguauauggguCaaua................................................. 4 1 seq

..............cggacgguauauggguuaaua................................................. 2 0 seq

..............cggacgguauauggguCaauau................................................ 21 1 seq

..............cggacgguauauggguuaauau................................................ 25 0 seq

..............Aggacgguauauggguuaauauu............................................... 2 1 seq

..............cggacgguaCauggguuaauauu............................................... 1 1 seq

..............cggacgguauauggguuaauauA............................................... 3 1 seq

..............cggacgguauaugUguuaauauu............................................... 1 1 seq

..............cggacgguauauggguCaauauu............................................... 81 1 seq

..............cggacgguauauggguuaauauu............................................... 59 0 seq

..............cggacgguauauggguuaauauuA.............................................. 7 1 seq

..............cggacgguauauggguCaauauuu.............................................. 1 1 seq

...............ggacgguauauggguuaauauu............................................... 1 0 seq

.................................................Gauauugcacauucaccggccu............. 1 1 seq

..................................................auauugcacauucaccggccug............ 4 0 seq

..................................................auauugcacauucaccggccuga........... 8 0 seq

..................................................auauugcacauucaccggcUuga........... 1 1 seq

..................................................auauuCcacauucaccggccuga........... 1 1 seq

..................................................auCuugcacauucaccggccuga........... 1 1 seq

..................................................auauugcacauucaccggccugaU.......... 1 1 seq

..................................................auauugcacauucaccggccugaa.......... 3 0 seq

..................................................auauugcacauucaccggccugaaaa........ 1 0 seq

...................................................uauugcacauucaccggcc.............. 4 0 seq

...................................................uauugcacauucaccggcG.............. 1 1 seq

...................................................Cauugcacauucaccggccu............. 2 1 seq

...................................................uauugcacauucacUggccu............. 1 1 seq

...................................................Aauugcacauucaccggccu............. 1 1 seq

...................................................uauugcacauAcaccggccu............. 1 1 seq

...................................................uauugcacauucaccggccu............. 55 0 seq



ucuagaucauuuuucggacgguauauggguuaauauuucauuugucgaauauauugcacauucaccggccugaaaauaucaaga

dme-miR-311-5p_MIMAT0020837

dme-miR-311-3p_MIMAT0000403

...................................................uauugcacauucaccAgccu............. 1 1 seq

...................................................uauugcacauucaccgUccu............. 1 1 seq

...................................................uauugcacauucacAggccug............ 2 1 seq

...................................................uauugcacauAcaccggccug............ 1 1 seq

...................................................uauugcacauucaccggAcug............ 1 1 seq

...................................................uauugcacauucaccgUccug............ 4 1 seq

...................................................uauugcacauucaccggccuU............ 1 1 seq

...................................................uauugcacauucaccAgccug............ 2 1 seq

...................................................uauugcacauucaccggcAug............ 1 1 seq

...................................................uauugcacauucaUcggccug............ 1 1 seq

...................................................uauuUcacauucaccggccug............ 4 1 seq

...................................................uauuAcacauucaccggccug............ 1 1 seq

...................................................uauugcacauucacUggccug............ 1 1 seq

...................................................uauugcacauucaccggccug............ 498 0 seq

...................................................Cauugcacauucaccggccug............ 1 1 seq

...................................................uauugcGcauucaccggccug............ 1 1 seq

...................................................uauugcacauucaccggccuA............ 2 1 seq

...................................................uauugcacauucaccUgccug............ 1 1 seq

...................................................uauugcaAauucaccggccug............ 1 1 seq

...................................................uauugcacauucGccggccug............ 1 1 seq

...................................................uauCgcacauucaccggccug............ 1 1 seq

...................................................uauugcacUuucaccggccuga........... 1 1 seq

...................................................uauugcacauucGccggccuga........... 7 1 seq

...................................................uauugcacauucacAggccuga........... 5 1 seq

...................................................uauugcacauucaccggAcuga........... 25 1 seq

...................................................uauugcacauCcaccggccuga........... 4 1 seq

...................................................uauugcacauucaccggccAga........... 1 1 seq

...................................................uauugcaGauucaccggccuga........... 1 1 seq

...................................................uauugcGcauucaccggccuga........... 9 1 seq

...................................................uauugcacauucaccggccuUa........... 8 1 seq

...................................................uaGugcacauucaccggccuga........... 5 1 seq

...................................................uauugcacauucaccgCccuga........... 3 1 seq

...................................................uauugcacaCucaccggccuga........... 8 1 seq

...................................................uauugcacauucaccAgccuga........... 9 1 seq

...................................................uauugcacauucaccggccuAa........... 5 1 seq

...................................................uauCgcacauucaccggccuga........... 9 1 seq

...................................................uauAgcacauucaccggccuga........... 2 1 seq

...................................................uauugcacauucaccggcUuga........... 7 1 seq

...................................................uauugcacCuucaccggccuga........... 1 1 seq

...................................................uauugcacauucUccggccuga........... 2 1 seq

...................................................uauugGacauucaccggccuga........... 3 1 seq

...................................................Cauugcacauucaccggccuga........... 8 1 seq

...................................................uauugcacauucaccggccuga........... 4429 0 seq

...................................................uaCugcacauucaccggccuga........... 5 1 seq

...................................................uauugcacaAucaccggccuga........... 1 1 seq

...................................................uauugcacauucaccggccuCa........... 2 1 seq

...................................................uauuUcacauucaccggccuga........... 2 1 seq

...................................................uauugcacauucaccgUccuga........... 12 1 seq

...................................................Aauugcacauucaccggccuga........... 27 1 seq

...................................................uauuCcacauucaccggccuga........... 1 1 seq

...................................................uauugcacauucaccggccGga........... 5 1 seq

...................................................uauugcacauucaccggcAuga........... 12 1 seq

...................................................uauugUacauucaccggccuga........... 2 1 seq

...................................................uauugcacauucaccggccCga........... 7 1 seq

...................................................uauugcacauGcaccggccuga........... 2 1 seq

...................................................uauGgcacauucaccggccuga........... 1 1 seq

...................................................uauugcacauucaccggccugU........... 30 1 seq

...................................................uauugcacauucaccggccugG........... 8 1 seq

...................................................uauugcacauucaccggcGuga........... 3 1 seq

...................................................uauugcacauucaccggUcuga........... 5 1 seq

...................................................uauugcacauucaUcggccuga........... 10 1 seq

...................................................uauugcacGuucaccggccuga........... 4 1 seq

...................................................uauugcacauucaccggccugC........... 9 1 seq

...................................................uauugcacauucaGcggccuga........... 2 1 seq

...................................................uauugcaUauucaccggccuga........... 7 1 seq

...................................................uauugAacauucaccggccuga........... 2 1 seq

...................................................uauugcacauuUaccggccuga........... 4 1 seq

...................................................uauugcacauucaccUgccuga........... 4 1 seq

...................................................uauugcacauucaccCgccuga........... 5 1 seq
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...................................................uauugcacauucaccgAccuga........... 2 1 seq

...................................................uauuAcacauucaccggccuga........... 3 1 seq

...................................................uauugcacauucacGggccuga........... 1 1 seq

...................................................uauugcacauucacUggccuga........... 1 1 seq

...................................................uGuugcacauucaccggccuga........... 3 1 seq

...................................................uCuugcacauucaccggccuga........... 1 1 seq

...................................................uUuugcacauucaccggccuga........... 3 1 seq

...................................................uauugcUcauucaccggccuga........... 1 1 seq

...................................................uaAugcacauucaccggccuga........... 1 1 seq

...................................................Gauugcacauucaccggccuga........... 2 1 seq

...................................................uauugcacauucaccggccuAaa.......... 1 1 seq

...................................................uauugcacauucaccggUcugaa.......... 1 1 seq

...................................................uauugcacauucacUggccugaa.......... 2 1 seq

...................................................uauugcacauucaGcggccugaa.......... 1 1 seq

...................................................uauugcacauuUaccggccugaa.......... 1 1 seq

...................................................Aauugcacauucaccggccugaa.......... 13 1 seq

...................................................uauugcacauucaccgCccugaa.......... 1 1 seq

...................................................uauugcacauucaccUgccugaa.......... 1 1 seq

...................................................uauuAcacauucaccggccugaa.......... 1 1 seq

...................................................uauugcacauucaccggccCgaa.......... 2 1 seq

...................................................uauuCcacauucaccggccugaa.......... 1 1 seq

...................................................uauuUcacauucaccggccugaa.......... 1 1 seq

...................................................uauugcacauucaccggcUugaa.......... 1 1 seq

...................................................uauugcacauucacAggccugaa.......... 2 1 seq

...................................................uauugcacauucaccCgccugaa.......... 1 1 seq

...................................................uauCgcacauucaccggccugaa.......... 3 1 seq

...................................................uauugcacauCcaccggccugaa.......... 2 1 seq

...................................................uauugcacauucaccggccugaa.......... 595 0 seq

...................................................Cauugcacauucaccggccugaa.......... 2 1 seq

...................................................uauugcacauucaccggccugaU.......... 74 1 seq

...................................................uauugcacauucGccggccugaa.......... 1 1 seq

...................................................uauugcacauucaccggccugGa.......... 1 1 seq

...................................................uauugcacauucaccgAccugaa.......... 2 1 seq

...................................................uauugcacauucaccggccugaC.......... 7 1 seq

...................................................uauugcacauucaccggccugCa.......... 3 1 seq

...................................................uauugcacauucacGggccugaa.......... 1 1 seq

...................................................uauugcacauucaccAgccugaa.......... 1 1 seq

...................................................uauugcacauucaccggccugUa.......... 11 1 seq

...................................................uauugcacauucaccggcGugaa.......... 1 1 seq

...................................................uauugcacauucCccggccugaa.......... 1 1 seq

...................................................uauugcacauucaccggccugaG.......... 3 1 seq

...................................................uauugUacauucaccggccugaaa......... 1 1 seq

...................................................uauugcacauucaccggccugaaU......... 9 1 seq

...................................................Aauugcacauucaccggccugaaa......... 3 1 seq

...................................................uauugcacaCucaccggccugaaa......... 1 1 seq

...................................................uauugcacauucaccAgccugaaa......... 2 1 seq

...................................................uaCugcacauucaccggccugaaa......... 1 1 seq

...................................................uauugcacauucaccggccugaaC......... 3 1 seq

...................................................uauugcacauucaccggccugaaa......... 312 0 seq

...................................................Cauugcacauucaccggccugaaa......... 1 1 seq

...................................................uauugcacauucaccggccugaCa......... 2 1 seq

...................................................uauugcacauucGccggccugaaa......... 1 1 seq

...................................................uauugcacauucaccggccugaaG......... 2 1 seq

...................................................uauugcacauucaccUgccugaaa......... 1 1 seq

...................................................uauugcacauucaccggccuUaaa......... 2 1 seq

...................................................uauugcacauucaccggccugaUa......... 15 1 seq

...................................................uauugcacauucaccggAcugaaa......... 1 1 seq

...................................................uauugcGcauucaccggccugaaa......... 1 1 seq

...................................................uauugcacauucaccgUccugaaa......... 1 1 seq

...................................................uauugcacauucaccggccugUaa......... 1 1 seq

...................................................uauugcacauucaccggccugCaa......... 1 1 seq

...................................................uauugcacauucaccggccugaaaU........ 1 1 seq

...................................................uauugcacauucaccggccugaaaC........ 1 1 seq

...................................................uauugcacauucaccggAcugaaaa........ 2 1 seq

...................................................uauugcacauuUaccggccugaaaa........ 1 1 seq

...................................................uauugcacauucaccggccugaUaa........ 1 1 seq

...................................................uauugcacauucGccggccugaaaa........ 1 1 seq

...................................................uauugcacauucaccggccugaaaa........ 40 0 seq

...................................................uauugcacauucaccggccugaaaaA....... 3 1 seq
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...................................................uauugcacauucaccggccugaaaaC....... 1 1 seq

....................................................aGugcacauucaccggccug............ 1 1 seq

....................................................auugcacauucaccggccuUa........... 1 1 seq

....................................................auugcacauucaccCgccuga........... 1 1 seq

....................................................auugcacauucaccggccuga........... 37 0 seq

....................................................auugcacauucaccggccugaa.......... 17 0 seq

....................................................auugcacauucaccggccugaU.......... 7 1 seq

....................................................auugcacauucaccggccugaaa......... 10 0 seq

....................................................auugcacauucaccggccugaUa......... 2 1 seq

....................................................auugcacauucaccggccugaaaa........ 1 0 seq

....................................................auugcacauucaccggccugaaaaA....... 1 1 seq

....................................................auugcacauucaccggccugaaaaC....... 1 1 seq

.....................................................uugcacauucaccggccug............ 3 0 seq

.....................................................uugcacauucaccggccuAa........... 1 1 seq

.....................................................uugcacauucaccggccuga........... 25 0 seq

.....................................................uugcacaGucaccggccuga........... 1 1 seq

.....................................................uugcacauucaccggccugaa.......... 2 0 seq

.....................................................uCgcacauucaccggccugaaa......... 1 1 seq

.....................................................uugcacauucaccggccugaUa......... 1 1 seq

.....................................................uugcacauucaccggccugaaa......... 1 0 seq

.....................................................uugcacauucaccggccugaUaa........ 1 1 seq

.......................................................gcacauucaccggccuga........... 2 0 seq


