
miRBase precursor : dme-mir-309_MI0000421
Total read count : 9910
dme-miR-309-5p_MIMAT0020835 read count: 727
dme-miR-309-3p_MIMAT0000401 read count: 9181
remaining reads : 2
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dme-miR-309-5p_MIMAT0020835

dme-miR-309-3p_MIMAT0000401

auuauacgacaaaccuuguucgguuuugccaauuuccaagccagcacuggguaaaguuuguccuauaau -3'5'- exp

((((((.(((((((.(((..((((.(((.(.........).))).))))..))).))))))).)))))) reads mm sample

.....acgacaaaccuuguucgguuuug......................................... 3 0 seq

......cgacaaaccuuguucgguuu........................................... 1 0 seq

......cgacaaaccuuguucgguuuu.......................................... 9 0 seq

......cgacaaaccuuguucgguuuG.......................................... 1 1 seq

......cgacaaaccCuguucgguuuu.......................................... 1 1 seq

......cgacaaaccuuguucgguuuug......................................... 658 0 seq

......cgacaaaUcuuguucgguuuug......................................... 1 1 seq

......cgacaaaccuuguucgguuuCg......................................... 3 1 seq

......cgacaaaccuuguucgguuuuU......................................... 1 1 seq

......cgacaaaccuuguucgguuuuA......................................... 1 1 seq

......cgacaaacUuuguucgguuuug......................................... 2 1 seq

......cgacaaaccuuguucgguGuug......................................... 1 1 seq

......cgacaaaccuugCucgguuuug......................................... 2 1 seq

......cgacaaaccuuguCcgguuuug......................................... 2 1 seq

......cgacaaaccuuguucgUuuuug......................................... 1 1 seq

......cgacaaaccuuguucggCuuug......................................... 3 1 seq

......cgacGaaccuuguucgguuuug......................................... 1 1 seq

......cgacaaGccuuguucgguuuug......................................... 1 1 seq

......cgacaaaccuugGucgguuuug......................................... 5 1 seq

......cgacaaaccuuguucgguuAug......................................... 1 1 seq

......cAacaaaccuuguucgguuuug......................................... 1 1 seq

......cgacaaaAcuuguucgguuuug......................................... 1 1 seq

......cgacaaaccuuguuAgguuuug......................................... 1 1 seq

......cgacaaaccuCguucgguuuug......................................... 1 1 seq

......cgacaaaccuuguuUgguuuug......................................... 1 1 seq

......cgacaaacAuuguucgguuuug......................................... 1 1 seq

......Agacaaaccuuguucgguuuug......................................... 14 1 seq

......cgacaaaccuuguucAguuuug......................................... 1 1 seq

......cgacaaaccuuguucgguCuug......................................... 1 1 seq

......cgacaaaccAuguucgguuuug......................................... 1 1 seq

......cgacaaaccuuguucUguuuug......................................... 1 1 seq

......cgacaaaccuuguucgguuuugU........................................ 2 1 seq

......cgacaaaccuuguucgguuuugA........................................ 1 1 seq

......cgacaaaccuuguucgguuuugAc....................................... 1 1 seq
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.......gacaaaccuuguucgguuuug......................................... 1 0 seq

........................................ccUgcacuggguaaaguuugu........ 1 1 seq

........................................ccagcacuggguaaaguuuguc....... 1 0 seq

.........................................Aagcacuggguaaaguuuguccu..... 2 1 seq

.........................................Aagcacuggguaaaguuuguccua.... 1 1 seq

..........................................agcacuggguaaaguuuguccu..... 1 0 seq

..........................................agAacuggguaaaguuuguccua.... 1 1 seq

..........................................agcacuggguaaaguuuguccua.... 5 0 seq

...........................................gcacuggguaaaguuugu........ 1 0 seq

...........................................gAacuggguaaaguuuguc....... 1 1 seq

...........................................gcacuggguaaaguuuguc....... 8 0 seq

...........................................gcacuggguaaaguuugucc...... 5 0 seq

...........................................gcacCggguaaaguuuguccu..... 3 1 seq

...........................................gcacuggguaaagCuuguccu..... 8 1 seq

...........................................gcacuggguaGaguuuguccu..... 1 1 seq

...........................................gAacuggguaaaguuuguccu..... 11 1 seq

...........................................gcacGggguaaaguuuguccu..... 1 1 seq

...........................................gcacuggguaaaguuGguccu..... 1 1 seq

...........................................Ccacuggguaaaguuuguccu..... 1 1 seq

...........................................gcacuggUuaaaguuuguccu..... 1 1 seq

...........................................gcacuggguaaaguCuguccu..... 2 1 seq

...........................................gcacugggGaaaguuuguccu..... 3 1 seq

...........................................gcacuggguaaagGuuguccu..... 3 1 seq

...........................................gcacuggguaaaguuCguccu..... 2 1 seq

...........................................gcacuUgguaaaguuuguccu..... 1 1 seq

...........................................gcacuAgguaaaguuuguccu..... 3 1 seq

...........................................gcacuggguaaaguuuAuccu..... 1 1 seq

...........................................gcacuggguaaagAuuguccu..... 2 1 seq

...........................................gUacuggguaaaguuuguccu..... 1 1 seq

...........................................gcacuggguaaaguuuguUcu..... 3 1 seq

...........................................gcacugAguaaaguuuguccu..... 5 1 seq

...........................................gcacuggguaaaguuuguccu..... 819 0 seq

...........................................gcacuggguaaGguuuguccu..... 1 1 seq

...........................................gcacuggAuaaaguuuguccu..... 3 1 seq

...........................................gcacuggguaUaguuuguccu..... 1 1 seq

...........................................gcGcuggguaaaguuuguccu..... 3 1 seq

...........................................gcacuggguaaaguuuUuccu..... 2 1 seq

...........................................gUacuggguaaaguuuguccua.... 5 1 seq

...........................................gcacugAguaaaguuuguccua.... 6 1 seq

...........................................gcacuggguaaaguuugCccua.... 29 1 seq

...........................................gcacGggguaaaguuuguccua.... 1 1 seq

...........................................gcacugggGaaaguuuguccua.... 34 1 seq

...........................................gcacuggguaaaguuCguccua.... 6 1 seq

...........................................gcacuggUuaaaguuuguccua.... 3 1 seq

...........................................Ccacuggguaaaguuuguccua.... 7 1 seq

...........................................gcUcuggguaaaguuuguccua.... 1 1 seq

...........................................gcacuggguUaaguuuguccua.... 2 1 seq

...........................................gGacuggguaaaguuuguccua.... 1 1 seq

...........................................gcacuggguaaaguuugGccua.... 3 1 seq

...........................................gAacuggguaaaguuuguccua.... 34 1 seq

...........................................gcacuggguaaaguuuguccuU.... 4 1 seq

...........................................gcCcuggguaaaguuuguccua.... 5 1 seq

...........................................gcacCggguaaaguuuguccua.... 7 1 seq

...........................................Ucacuggguaaaguuuguccua.... 8 1 seq

...........................................gcacuggguaCaguuuguccua.... 1 1 seq

...........................................gcacuggguaaaguuuUuccua.... 22 1 seq

...........................................gcacuggguaaaguuuguccuC.... 6 1 seq

...........................................gcacuggguaGaguuuguccua.... 3 1 seq

...........................................gcacuggguaaaguuuguccAa.... 3 1 seq

...........................................gcacuggguaaaUuuuguccua.... 13 1 seq

...........................................gcGcuggguaaaguuuguccua.... 14 1 seq

...........................................gcaUuggguaaaguuuguccua.... 4 1 seq

...........................................gcacuggguaaagAuuguccua.... 13 1 seq

...........................................gcacuggguaaaguuuguccGa.... 1 1 seq

...........................................gcacuggguaaaguuGguccua.... 2 1 seq

...........................................gcacuggguCaaguuuguccua.... 2 1 seq

...........................................gcacuggguaaagCuuguccua.... 28 1 seq

...........................................gcacuggguaaaguuuguccuG.... 15 1 seq

...........................................gcacuggguaaaguuugucAua.... 9 1 seq
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...........................................gcacuggguGaaguuuguccua.... 9 1 seq

...........................................gcacugggCaaaguuuguccua.... 25 1 seq

...........................................gcacuggguaaaguuuguAcua.... 13 1 seq

...........................................gcacuggAuaaaguuuguccua.... 6 1 seq

...........................................gcacuggguaaaguuugucGua.... 2 1 seq

...........................................gcacuggguaaaguuugAccua.... 7 1 seq

...........................................gcacugggAaaaguuuguccua.... 2 1 seq

...........................................gcacuggguaaaguGuguccua.... 8 1 seq

...........................................gcacuggguaaaguuuguccCa.... 5 1 seq

...........................................gcacuggguaaaguuuAuccua.... 11 1 seq

...........................................gcacuCgguaaaguuuguccua.... 1 1 seq

...........................................gcacuggguaaaguCuguccua.... 2 1 seq

...........................................gcacuggguaaGguuuguccua.... 8 1 seq

...........................................gcacuggguaaaAuuuguccua.... 3 1 seq

...........................................gcaAuggguaaaguuuguccua.... 1 1 seq

...........................................gcacuggguaaaCuuuguccua.... 1 1 seq

...........................................gcacuggguaaaguuAguccua.... 1 1 seq

...........................................gcacugUguaaaguuuguccua.... 1 1 seq

...........................................gcacuggguaaaguuuguccua.... 7624 0 seq

...........................................gcacuggguaaaguuuguGcua.... 2 1 seq

...........................................gcacuggguaaaguuuCuccua.... 8 1 seq

...........................................gcacuAgguaaaguuuguccua.... 6 1 seq

...........................................gcacuggguaaagGuuguccua.... 23 1 seq

...........................................gcacuUgguaaaguuuguccua.... 1 1 seq

...........................................gcacuggguaaaguuugucUua.... 5 1 seq

...........................................Acacuggguaaaguuuguccua.... 10 1 seq

...........................................gcacugCguaaaguuuguccua.... 1 1 seq

...........................................gcacuggguaaaguuuguUcua.... 17 1 seq

...........................................gcaGuggguaaaguuuguccuau... 1 1 seq

...........................................gcacuggguaaaguuuguccuaA... 82 1 seq

...........................................gcacuggguaaaguuuguccuau... 42 0 seq

...........................................gcacuggguaaGguuuguccuau... 1 1 seq

...........................................gcacuggguaaaguuuguccuaG... 1 1 seq

...........................................gcacuggguaaCguuuguccuau... 1 1 seq

...........................................gcacugggGaaaguuuguccuau... 1 1 seq

...........................................gcacuggguaaaguuuAuccuau... 2 1 seq

...........................................gcacuggguaaaguuuguccuaC... 19 1 seq

...........................................gcacuggguaaaguuuguccuaAa.. 3 1 seq

...........................................gcacuggguaaaguuuguccuauG.. 1 1 seq

...........................................gcacuggguaaaguuuguccuaAaa. 2 1 seq

...........................................gcacuggguaaaguuuguccuauaU. 1 1 seq

............................................cacuggguaaaguuuguccua.... 7 0 seq

............................................cacuggguaaaguuuguccuaG... 3 1 seq

.............................................Gcuggguaaaguuuguccua.... 4 1 seq

.............................................acuggguaaaguuuguccua.... 4 0 seq

..............................................cuggguaaaguuuguccua.... 3 0 seq

...............................................uggguaaaguuuguccua.... 1 0 seq


