
miRBase precursor : dme-mir-308_MI0000419
Total read count : 3998
dme-miR-308-5p_MIMAT0020833 read count: 619
dme-miR-308-3p_MIMAT0000399 read count: 3368
remaining reads : 11
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dme-miR-308-3p_MIMAT0000399
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cucgcaguauauuuuuguguuuuguuucguuuugcaauccaaaucacaggauuauacugugag -3'5'- exp

(((((((((((.(((((((.((((..(.(.....).)..)))).))))))).))))))))))) reads mm sample

.ucgcaguauauuuuuguguuu......................................... 1 0 seq

.ucgcaguauauuuuuguguuuu........................................ 1 0 seq

.ucgcaguauauuuuuguguuuug....................................... 1 0 seq

..cgcaguauauuuuugugu........................................... 1 0 seq

..cgcaguauauuuuuguguuu......................................... 1 0 seq

..cgcagGauauuuuuguguuuu........................................ 1 1 seq

..cgcaAuauauuuuuguguuuu........................................ 1 1 seq

..cgcaguauauuuCuguguuuu........................................ 1 1 seq

..cgcaguauauuuuuguguuuu........................................ 25 0 seq

..cgcaguauauuuuuguguuuuU....................................... 4 1 seq

..cgcagCauauuuuuguguuuug....................................... 1 1 seq

..Agcaguauauuuuuguguuuug....................................... 8 1 seq

..cgcagGauauuuuuguguuuug....................................... 4 1 seq

..cgcaguauauuuuugCguuuug....................................... 1 1 seq

..cgcaguauauuuuuAuguuuug....................................... 2 1 seq

..cgcaUuauauuuuuguguuuug....................................... 1 1 seq

..cgcaguauauuuuuguUuuuug....................................... 1 1 seq

..cgcGguauauuuuuguguuuug....................................... 1 1 seq

..cgcaguauauuuuuguAuuuug....................................... 1 1 seq

..cgcaguauauuuuugugCuuug....................................... 2 1 seq

..cgcaguaCauuuuuguguuuug....................................... 1 1 seq

..cgcaguauauAuuuguguuuug....................................... 3 1 seq

..cgcaguauauuuCuguguuuug....................................... 1 1 seq

..cgcaguauauuuGuguguuuug....................................... 1 1 seq

..cgcaguauauuuuuguguCuug....................................... 2 1 seq

..cgcaguauauuuuuguguuuGg....................................... 1 1 seq

..cgcaguauauuuuCguguuuug....................................... 1 1 seq

..cAcaguauauuuuuguguuuug....................................... 1 1 seq

..cgcaguauauuuuuguguuuug....................................... 539 0 seq

..cgcaguauauuuuugAguuuug....................................... 1 1 seq

..cgcaguauauuuuuguguuuugu...................................... 2 0 seq

..cgcaguauauuuuuguguuuugA...................................... 1 1 seq

..cgcaguauauuuuuguguuuugC...................................... 1 1 seq

..cgcaguauauuuuuguguuuuguuuc................................... 1 0 seq
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...gcaguauauuuuuguguuuug....................................... 3 0 seq

...gcaguauauuuuuguguuuugC...................................... 1 1 seq

........................uuucguuuugcaauccaC..................... 1 1 seq

........................uuucguuuugcaaucAaa..................... 6 1 seq

........................uuucguuuugcaaCccaaa.................... 1 1 seq

........................uuucguuuugcaaucAaaa.................... 3 1 seq

........................................aaaucacaggauuauacuguga. 3 0 seq

........................................aaaucacaggauuauacugCgag 1 1 seq

........................................aaaucacaggauuauacugugag 3 0 seq

.........................................aaucacaggauuauacug.... 9 0 seq

.........................................aaucacaAgauuauacugu... 1 1 seq

.........................................aaCcacaggauuauacugu... 1 1 seq

.........................................aaucacaggauuauacugA... 1 1 seq

.........................................aaucacaggauuauacugu... 17 0 seq

.........................................aaucacaggauuauacugAg.. 1 1 seq

.........................................aaucacaggauuauacugug.. 5 0 seq

.........................................aaucacaggauCauacuguga. 1 1 seq

.........................................aaucacaggauuauacugGga. 1 1 seq

.........................................aaucacaggauuauaAuguga. 2 1 seq

.........................................aaucacaggauuauacuUuga. 5 1 seq

.........................................aaucacaggauuauacAguga. 2 1 seq

.........................................aaucacaggauuauacugugC. 3 1 seq

.........................................aaucacaggauuauacuguga. 915 0 seq

.........................................Gaucacaggauuauacuguga. 2 1 seq

.........................................aaucacaCgauuauacuguga. 1 1 seq

.........................................aaucacaggauuauacuAuga. 1 1 seq

.........................................aaucacaggauuauacugAga. 2 1 seq

.........................................aaAcacaggauuauacuguga. 1 1 seq

.........................................aaucacaggauuauacCguga. 2 1 seq

.........................................aaucacaggauuauacGguga. 1 1 seq

.........................................aaucacagUauuauacuguga. 2 1 seq

.........................................aaucacGggauuauacuguga. 1 1 seq

.........................................aauUacaggauuauacuguga. 1 1 seq

.........................................aaucacaggauuauacuguUa. 2 1 seq

.........................................aaucacaggauuauUcuguga. 1 1 seq

.........................................aaucacaggauuaGacuguga. 1 1 seq

.........................................aaucacaggGuuauacuguga. 2 1 seq

.........................................aaucGcaggauuauacuguga. 1 1 seq

.........................................aaCcacaggauuauacuguga. 3 1 seq

.........................................aaGcacaggauuauacuguga. 2 1 seq

.........................................aaucacaAgauuauacuguga. 3 1 seq

.........................................aaucacaggaAuauacuguga. 1 1 seq

.........................................aaucacaggauuGuacuguga. 1 1 seq

.........................................aaucacaggauuCuacuguga. 1 1 seq

.........................................aaucacaggauuaCacuguga. 1 1 seq

.........................................aaucacaggauuauacuguAag 3 1 seq

.........................................aaucacGggauuauacugugag 4 1 seq

.........................................aaucacaggauuauacuUugag 5 1 seq

.........................................aaucacaggauGauacugugag 1 1 seq

.........................................aaucacaggauuauacugugaC 1 1 seq

.........................................aaucacaggaAuauacugugag 1 1 seq

.........................................aUucacaggauuauacugugag 1 1 seq

.........................................aaucUcaggauuauacugugag 2 1 seq

.........................................aaucGcaggauuauacugugag 4 1 seq

.........................................aauAacaggauuauacugugag 6 1 seq

.........................................aaucacaggGuuauacugugag 6 1 seq

.........................................aaucacaggauuauacuguCag 2 1 seq

.........................................aaucacaggauuauacugugaA 66 1 seq

.........................................aaucacaggauuauacCgugag 2 1 seq

.........................................aaucacaggauuauacuAugag 2 1 seq

.........................................aaucacaggauuauacuCugag 2 1 seq

.........................................aaucacaggaCuauacugugag 2 1 seq

.........................................aaucacaggauuauacugugag 2112 0 seq

.........................................aaucacaggauuauacugCgag 8 1 seq

.........................................aaucacaggauuauacugugaU 1 1 seq

.........................................aaucacaAgauuauacugugag 1 1 seq

.........................................aaucacaggauCauacugugag 2 1 seq

.........................................aaucacaggauuauacugugUg 5 1 seq

.........................................aaucacaggauuCuacugugag 2 1 seq
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.........................................aaucacCggauuauacugugag 2 1 seq

.........................................aaucacagUauuauacugugag 4 1 seq

.........................................aGucacaggauuauacugugag 1 1 seq

.........................................aaucacaggauuaCacugugag 1 1 seq

.........................................aaucacagCauuauacugugag 1 1 seq

.........................................aaucacaggauAauacugugag 1 1 seq

.........................................aaucacaggauuUuacugugag 1 1 seq

.........................................aauUacaggauuauacugugag 1 1 seq

.........................................aaucacaggauuauacugugGg 5 1 seq

.........................................aaucaUaggauuauacugugag 1 1 seq

.........................................aaCcacaggauuauacugugag 5 1 seq

.........................................aaucacaggauuauacAgugag 1 1 seq

.........................................aaucacaggauuGuacugugag 1 1 seq

.........................................aaucacaggauuauaUugugag 3 1 seq

.........................................Gaucacaggauuauacugugag 2 1 seq

.........................................aaucacaggauuauacuguUag 3 1 seq

.........................................aaucaAaggauuauacugugag 3 1 seq

.........................................aaucacagAauuauacugugag 1 1 seq

.........................................aaAcacaggauuauacugugag 1 1 seq

.........................................aaucacaggauuauacugugCg 4 1 seq

.........................................aaucacaggauuauacugGgag 5 1 seq

.........................................aaucacaggCuuauacugugag 3 1 seq

.........................................aaucacaggauuauaAugugag 1 1 seq

.........................................aaucacaggauuauCcugugag 1 1 seq

.........................................aaGcacaggauuauacugugag 6 1 seq

..........................................aucacaggauuauacuguga. 8 0 seq

..........................................aucacaggauuauacugugag 37 0 seq

...........................................ucacaggauuauacuguga. 4 0 seq

...........................................ucacaggauuauacugugaA 1 1 seq

...........................................ucacaggauuauacugugag 9 0 seq

............................................cacaggauuauacugugag 5 0 seq

............................................Aacaggauuauacugugag 1 1 seq


