
miRBase precursor : dme-mir-307a_MI0000418
Total read count : 1275
dme-miR-307a-3p_MIMAT0000398 read count: 1079
dme-miR-307a-5p_MIMAT0020832 read count: 195
remaining reads : 1
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dme-miR-307a-5p_MIMAT0020832

dme-miR-307a-3p_MIMAT0000398

ugucuugcuuugacucacucaaccugggugugauguuauuucgauaugguauccaucacaaccuccuugagugagcgauagcaggaca -3'5'- exp

.(((((((((((.(((((((((...((.(((((((.((((.......))))..))))))).))...)))))))))))).)))))))). reads mm sample

............acucacucaaccugggugu......................................................... 3 0 seq

............acucacucaaccuCgguguga....................................................... 1 1 seq

............acucacucaaccuggguguga....................................................... 18 0 seq

............acucacucaaccugggugGga....................................................... 1 1 seq

............acucacucUaccugggugugau...................................................... 2 1 seq

............acucacucaaccugggugugGu...................................................... 1 1 seq

............acucacucaaccugggugugCu...................................................... 1 1 seq

............acucacucaaccAgggugugau...................................................... 1 1 seq

............acucacucaaAcugggugugau...................................................... 2 1 seq

............acucacucaaccugggugugaA...................................................... 1 1 seq

............acucacucaaccuggguguAau...................................................... 1 1 seq

............acucacucaaccugAgugugau...................................................... 1 1 seq

............acucacucaaccugggugugUu...................................................... 2 1 seq

............acucacucaaccugggugugau...................................................... 128 0 seq

............acucacGcaaccugggugugau...................................................... 1 1 seq

............acucacucaaccugggugugauA..................................................... 1 1 seq

............acucacucaaccuggAugugaug..................................................... 1 1 seq

............acucacucaaccugggugugauU..................................................... 2 1 seq

............acucacucaaccugggugugaug..................................................... 23 0 seq

............acucacucaaccugAgugugaug..................................................... 1 1 seq

............acucacucaaccugggugugaugu.................................................... 1 0 seq

.............cucacucaaccugggugugau...................................................... 2 0 seq

.................................uguuauuucgauaugguauccauc............................... 1 0 seq

.....................................................Uaucacaaccuccuugagugag............. 1 1 seq

......................................................aucacaaccuccuugagugagcga.......... 1 0 seq

.......................................................ucacaaccuccuugaguga.............. 1 0 seq

.......................................................ucacaaccuccuugagugag............. 18 0 seq

.......................................................ucacaaccuccuugagugagU............ 1 1 seq

.......................................................ucacaaccuccuugagugagc............ 48 0 seq

.......................................................uUacaaccuccuugagugagc............ 1 1 seq

.......................................................ucacaaccuccuugagCgagc............ 1 1 seq

.......................................................ucacaaccuccuugagugagG............ 1 1 seq

.......................................................ucaGaaccuccuugagugagcg........... 1 1 seq

.......................................................ucacaaccuccuugagugUgcg........... 1 1 seq



ugucuugcuuugacucacucaaccugggugugauguuauuucgauaugguauccaucacaaccuccuugagugagcgauagcaggaca
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.......................................................ucacaGccuccuugagugagcg........... 1 1 seq

.......................................................uUacaaccuccuugagugagcg........... 1 1 seq

.......................................................ucacaaccuccuugaAugagcg........... 2 1 seq

.......................................................ucacaaccuccCugagugagcg........... 1 1 seq

.......................................................ucacaaccuccuugagugagcg........... 194 0 seq

.......................................................ucacaaccuccuugagugagcA........... 1 1 seq

.......................................................ucacaaccAccuugagugagcga.......... 2 1 seq

.......................................................ucacaCccuccuugagugagcga.......... 1 1 seq

.......................................................ucacaaccuccuugaguAagcga.......... 3 1 seq

.......................................................ucacaaccuccuugagugagcga.......... 493 0 seq

.......................................................ucacaaccuccuugagugagcgU.......... 5 1 seq

.......................................................ucacaGccuccuugagugagcga.......... 1 1 seq

.......................................................ucacaaccuccuugagugagcUa.......... 2 1 seq

.......................................................ucacaaccuccuugagugagcAa.......... 1 1 seq

.......................................................ucacCaccuccuugagugagcga.......... 1 1 seq

.......................................................ucacaaccCccuugagugagcga.......... 2 1 seq

.......................................................ucacaaccuccuugagugagcCa.......... 1 1 seq

.......................................................ucacUaccuccuugagugagcga.......... 1 1 seq

.......................................................ucacGaccuccuugagugagcga.......... 1 1 seq

.......................................................ucacaaccuccuugaguUagcga.......... 1 1 seq

.......................................................ucacaaccuccuugagCgagcga.......... 5 1 seq

.......................................................ucacaaccuccuugagugagUga.......... 1 1 seq

.......................................................ucGcaaccuccuugagugagcga.......... 1 1 seq

.......................................................Acacaaccuccuugagugagcga.......... 3 1 seq

.......................................................ucacaaccuccuugGgugagcga.......... 1 1 seq

.......................................................ucacaaccuccuugagugagcgC.......... 1 1 seq

.......................................................Ccacaaccuccuugagugagcga.......... 2 1 seq

.......................................................ucacaaccuccuugagugagcgau......... 9 0 seq

.......................................................ucacaaccuccuugagugagcgaA......... 4 1 seq

.......................................................ucacaaccuccuugagugagcgaAa........ 1 1 seq

........................................................cacaaccuccuugaguga.............. 1 0 seq

........................................................cacaaccuccuugagugagc............ 1 0 seq

........................................................cacaaccuccuugagAgagc............ 1 1 seq

........................................................cacaaccuccuugagugagcg........... 19 0 seq

........................................................cacaaccuccuugagAgagcg........... 1 1 seq

........................................................cacaaccuccuugUgugagcga.......... 1 1 seq

........................................................cacaaccuccuCgagugagcga.......... 1 1 seq

........................................................cacaGccuccuugagugagcga.......... 1 1 seq

........................................................cacaaccCccuugagugagcga.......... 1 1 seq

........................................................cacaaccuccuugagGgagcga.......... 1 1 seq

........................................................cacaaccuccuugaguAagcga.......... 1 1 seq

........................................................cGcaaccuccuugagugagcga.......... 1 1 seq

........................................................cacaaccuccuGgagugagcga.......... 1 1 seq

........................................................cacaaccuccuugagugagcga.......... 169 0 seq

........................................................cacaaccuccAugagugagcga.......... 1 1 seq

........................................................cacaaccuccuugagugagcgaA......... 5 1 seq

........................................................cacaaccCccuugagugagcgau......... 1 1 seq

........................................................cacaaccuccuugagugagcgau......... 13 0 seq

.........................................................acaaccuccuugagugagcg........... 3 0 seq

.........................................................acaaccuccuugagugagcga.......... 27 0 seq

.........................................................acaaccuccuugagugUgcga.......... 1 1 seq

.........................................................Ucaaccuccuugagugagcga.......... 1 1 seq

.........................................................acaaccuccAugagugagcgau......... 1 1 seq

.........................................................acaaccuccuugagugagcgau......... 2 0 seq

..........................................................caaccuccuugagugagcg........... 1 0 seq

..........................................................caaccuccuugagugagcga.......... 1 0 seq

..........................................................caaccuccuugagugagcgaAa........ 2 1 seq

..........................................................caaccuccuugagugagcgauU........ 1 1 seq

............................................................accuccuugagugagcgau......... 1 0 seq


