
miRBase precursor : dme-mir-304_MI0000411
Total read count : 424
dme-miR-304-3p_MIMAT0020826 read count: 16
dme-miR-304-5p_MIMAT0000390 read count: 397
remaining reads : 11 5'G C A G
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gcagcauugaauaaucucaauuuguaaaugugagcgguuuaagccauuugacgcacucacuuugcaauuggagauugcucgagacugc -3'5'- exp

((((..((((.(((((((...(((((((.(((((.((((.((....)).))).).))))))))))))...))))))).))))..)))) reads mm sample

..........auaaucucaauuuguaaaugugUg...................................................... 1 1 seq

...........uaaucucaauuuguaaaugu......................................................... 2 0 seq

...........uaaucucaauAuguaaaugug........................................................ 2 1 seq

...........uaaucucaauuuguaaaugug........................................................ 8 0 seq

...........uaaucucaauuuguaaUugug........................................................ 1 1 seq

...........uaaucucaauuuUuaaaugug........................................................ 1 1 seq

...........uaaucucaauuuguaaauguga....................................................... 76 0 seq

...........uaaucucaauuCguaaauguga....................................................... 1 1 seq

...........uaaucucaauuuguaaaugGga....................................................... 1 1 seq

...........uaaucucaauuuguaaaugugU....................................................... 2 1 seq

...........uaaucucaaCuuguaaauguga....................................................... 2 1 seq

...........uaaucucaauuuguaCauguga....................................................... 1 1 seq

...........uaaucucaauuugCaaaugugag...................................................... 2 1 seq

...........uCaucucaauuuguaaaugugag...................................................... 2 1 seq

...........uaaucucaauuuguaaaugugCg...................................................... 1 1 seq

...........uaaucucaauuugAaaaugugag...................................................... 1 1 seq

...........Caaucucaauuuguaaaugugag...................................................... 1 1 seq

...........uaaCcucaauuuguaaaugugag...................................................... 2 1 seq

...........uaaucucaUuuuguaaaugugag...................................................... 1 1 seq

...........uaaucucaCuuuguaaaugugag...................................................... 1 1 seq

...........uaaucucaauuuguaaaugugaA...................................................... 2 1 seq

...........uaaucucaauuuguaaauguAag...................................................... 2 1 seq

...........uaaucAcaauuuguaaaugugag...................................................... 1 1 seq

...........uaaucucaauuuguaaaGgugag...................................................... 1 1 seq

...........uaaucCcaauuuguaaaugugag...................................................... 1 1 seq

...........uaaucucaauuuguaaaugugag...................................................... 256 0 seq

...........Aaaucucaauuuguaaaugugag...................................................... 4 1 seq

...........uaaucucaauuuguaaaugugGg...................................................... 1 1 seq

...........uaaucucaauuuguaaaugugaU...................................................... 1 1 seq

...........Gaaucucaauuuguaaaugugag...................................................... 1 1 seq

...........uaaucucaauuuguaaaugAgag...................................................... 1 1 seq

...........uaaucucaauuuguaaCugugag...................................................... 1 1 seq

...........uaaucucaauuuguaGaugugag...................................................... 1 1 seq

...........uaaucucaauuAguaaaugugag...................................................... 1 1 seq



gcagcauugaauaaucucaauuuguaaaugugagcgguuuaagccauuugacgcacucacuuugcaauuggagauugcucgagacugc

dme-miR-304-5p_MIMAT0000390

dme-miR-304-3p_MIMAT0020826

...........uaaucucaauuuguaaaugugUg...................................................... 2 1 seq

...........uaaucuUaauuuguaaaugugag...................................................... 1 1 seq

...........uaaucucaauAuguaaaugugag...................................................... 4 1 seq

...........uaauUucaauuuguaaaugugag...................................................... 1 1 seq

...........uaaucucaauuuguaaaugugaC...................................................... 1 1 seq

...........uaaucucaauuuguaaaugugagA..................................................... 2 1 seq

...........uaaucucaauuuguaaaugugagc..................................................... 2 0 seq

............Uaucucaauuuguaaaugug........................................................ 1 1 seq

..................................cgguuuaagccauuugacgcacu............................... 10 0 seq

..................................Agguuuaagccauuugacgcacu............................... 1 1 seq

........................................................ucacuuugcaauuggagauugc.......... 1 0 seq

.........................................................cacuuugcaauuggagauugcA......... 1 1 seq

.........................................................cacuuugcaauuggagauugcu......... 14 0 seq


