
miRBase precursor : dme-mir-303_MI0000409
Total read count : 389
dme-miR-303-5p_MIMAT0000388 read count: 347
dme-miR-303-3p_MIMAT0020824 read count: 42
remaining reads : 0
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dme-miR-303-3p_MIMAT0020824

dme-miR-303-5p_MIMAT0000388

ucuugguuuagguuucacaggaaacugguuuaauaacgaaaacuaguuuccucuaaaauccuaaucaaga -3'5'- exp

((((((((..(((((.(.(((((((((((((........))))))))))))).).)))))..)))))))) reads mm sample

.......uuagguuucacaggaaacuggu......................................... 2 0 seq

.......uuagguuucacaggaaacugguA........................................ 1 1 seq

.......uuagguuucacaggaaacugguu........................................ 1 0 seq

.......Auagguuucacaggaaacugguu........................................ 1 1 seq

........uagguuucacaggaaacuggu......................................... 13 0 seq

........uagguuucacaAgaaacuggu......................................... 1 1 seq

........uagguGucacaggaaacuggu......................................... 1 1 seq

........uagguuucacaggaaGcuggu......................................... 1 1 seq

........uagguuucacaggaaacugguA........................................ 6 1 seq

........uagguuucacaggaaacAgguu........................................ 1 1 seq

........uagguuucacaggGaacugguu........................................ 2 1 seq

........uagguuucacaAgaaacugguu........................................ 3 1 seq

........uagUuuucacaggaaacugguu........................................ 1 1 seq

........uagguuucacaggaGacugguu........................................ 1 1 seq

........uaggAuucacaggaaacugguu........................................ 1 1 seq

........uaggGuucacaggaaacugguu........................................ 1 1 seq

........uagguuucacaggaaaUugguu........................................ 1 1 seq

........uagguuucacaggaaacCgguu........................................ 1 1 seq

........uagguuucacaggaaacugguC........................................ 1 1 seq

........uagguuucacaggaaCcugguu........................................ 1 1 seq

........uagguuucacaggaaacugUuu........................................ 1 1 seq

........uagguuucacaggaaacuggGu........................................ 3 1 seq

........uagguuucacaggCaacugguu........................................ 1 1 seq

........uagguuucacaggaaacugguu........................................ 285 0 seq

........uagguuucacaggaaacugguuu....................................... 8 0 seq

........uagguuucacaggaaacugguuC....................................... 1 1 seq

........uagguuucacaggaaacugguuA....................................... 3 1 seq

........uagguuucacaggaaacugguuAa...................................... 3 1 seq

........uagguuucacaggaaacugguuAaa..................................... 1 1 seq

..........................................cuaguuuccucuaaaauccua....... 3 0 seq

..........................................cAaguuuccucuaaaauccua....... 1 1 seq

..........................................cAaguuuccucuaaaauccuaa...... 1 1 seq

..........................................cuaguuuccucuaaaauccuaa...... 27 0 seq

..........................................cuaguuuccucuaaGauccuaa...... 1 1 seq



ucuugguuuagguuucacaggaaacugguuuaauaacgaaaacuaguuuccucuaaaauccuaaucaaga

dme-miR-303-3p_MIMAT0020824

dme-miR-303-5p_MIMAT0000388

..........................................cAaguuuccucuaaaauccuaau..... 2 1 seq

..........................................cuaguuuccucuaaaauccuaau..... 6 0 seq

...........................................uaguuuccucuaaaauccuaa...... 1 0 seq


