
miRBase precursor : dme-mir-278_MI0000361
Total read count : 2914
dme-miR-278-5p_MIMAT0020805 read count: 83
dme-miR-278-3p_MIMAT0000339 read count: 2831
remaining reads : 0
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guaaugguacggugcgaccggaugaugguucacaacgaccgugucauuuaaacgggucggugggacuuucguccguuuguaacgccauuugucaacga -3'5'- exp

..((((((....(((((.(((((((.(((((.((.(((((.(((.......)))))))).))))))).))))))).)))))..))))))......... reads mm sample

.................ccggaugaugguucacaac.............................................................. 1 0 seq

.................ccggaugaugguucacUac.............................................................. 1 1 seq

.................ccggaugaugguuUacaacga............................................................ 1 1 seq

.................ccggaugaugguucacaacga............................................................ 6 0 seq

.................ccggaugaugguucacaacgac........................................................... 6 0 seq

.................ccggaGgaugguucacaacgacc.......................................................... 1 1 seq

.................ccggaugaugguucacaacCacc.......................................................... 1 1 seq

.................ccggaugaugguucacaaUgacc.......................................................... 1 1 seq

.................ccggaugaugguucacaacAacc.......................................................... 1 1 seq

.................ccggaugauggAucacaacgacc.......................................................... 1 1 seq

.................ccggaugaGgguucacaacgacc.......................................................... 1 1 seq

.................Ucggaugaugguucacaacgacc.......................................................... 1 1 seq

.................ccAgaugaugguucacaacgacc.......................................................... 1 1 seq

.................ccggaugaugguucacaacgGcc.......................................................... 1 1 seq

.................ccggaugaugguucacaacgacc.......................................................... 58 0 seq

..................cggaugaugguucacaacgac........................................................... 1 0 seq

.......................................................Aucggugggacuuucguccguuu.................... 7 1 seq

........................................................ucggugggacuuucgucc........................ 1 0 seq

........................................................ucggugggacuuucguccg....................... 7 0 seq

........................................................ucggugggacAuucguccg....................... 1 1 seq

........................................................ucggugggacuuucguccgC...................... 1 1 seq

........................................................ucggugggGcuuucguccgu...................... 1 1 seq

........................................................ucggugggacuuucguccgu...................... 6 0 seq

........................................................ucggugggacuuucguccguu..................... 199 0 seq

........................................................ucggugggacuCucguccguu..................... 1 1 seq

........................................................ucggugggacuuucguccCuu..................... 1 1 seq

........................................................ucgguUggacuuucguccguu..................... 1 1 seq

........................................................ucggugggacCuucguccguu..................... 2 1 seq

........................................................ucggugggacuuuAguccguu..................... 1 1 seq

........................................................uGggugggacuuucguccguu..................... 1 1 seq

........................................................ucggugggacuuAcguccguu..................... 1 1 seq

........................................................ucggugggacuuuUguccguu..................... 1 1 seq

........................................................ucggugggacuuucgAccguu..................... 2 1 seq

........................................................ucgguggUacuuucguccguu..................... 1 1 seq
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........................................................ucggugggacuuucCuccguu..................... 1 1 seq

........................................................ucggugggacuuCcguccguu..................... 1 1 seq

........................................................Ccggugggacuuucguccguu..................... 1 1 seq

........................................................ucggugggacuuucgCccguu..................... 4 1 seq

........................................................uAggugggacuuucguccguu..................... 1 1 seq

........................................................ucggugggacuAucguccguu..................... 3 1 seq

........................................................ucggCgggacuuucguccguu..................... 1 1 seq

........................................................ucgguAggacuuucguccguu..................... 1 1 seq

........................................................ucggugggacAuucguccguu..................... 2 1 seq

........................................................ucggugggacuuucguUcguu..................... 2 1 seq

........................................................uUggugggacuuucguccguu..................... 2 1 seq

........................................................ucggugggacuAucguccguuu.................... 3 1 seq

........................................................ucggAgggacuuucguccguuu.................... 1 1 seq

........................................................ucggugggacuuucAuccguuu.................... 3 1 seq

........................................................uUggugggacuuucguccguuu.................... 3 1 seq

........................................................ucggugggacuuucUuccguuu.................... 2 1 seq

........................................................ucggugggacuuuGguccguuu.................... 1 1 seq

........................................................ucggugggacCuucguccguuu.................... 11 1 seq

........................................................ucAgugggacuuucguccguuu.................... 1 1 seq

........................................................ucggugggacuuucguccCuuu.................... 6 1 seq

........................................................ucggugggacuuucguccAuuu.................... 1 1 seq

........................................................ucggugggaUuuucguccguuu.................... 1 1 seq

........................................................ucggugUgacuuucguccguuu.................... 1 1 seq

........................................................ucgguCggacuuucguccguuu.................... 3 1 seq

........................................................ucggugggacuuucguUcguuu.................... 23 1 seq

........................................................ucggugggacuuucguAcguuu.................... 1 1 seq

........................................................ucggugggacuCucguccguuu.................... 3 1 seq

........................................................ucggGgggacuuucguccguuu.................... 11 1 seq

........................................................ucggugggacuuucguccguGu.................... 1 1 seq

........................................................ucggCgggacuuucguccguuu.................... 3 1 seq

........................................................ucggugggacuuucgucUguuu.................... 9 1 seq

........................................................ucggugggacuuucgCccguuu.................... 12 1 seq

........................................................ucggugggacuuucgAccguuu.................... 18 1 seq

........................................................ucgguUggacuuucguccguuu.................... 1 1 seq

........................................................ucggugggacuuucguccguuA.................... 7 1 seq

........................................................Ccggugggacuuucguccguuu.................... 1 1 seq

........................................................ucggugggacuuucguccguCu.................... 2 1 seq

........................................................ucggugggacuuGcguccguuu.................... 3 1 seq

........................................................ucggugggacuuucguccguuu.................... 2268 0 seq

........................................................uAggugggacuuucguccguuu.................... 3 1 seq

........................................................ucggugggacuuucguccgAuu.................... 1 1 seq

........................................................ucggugggacuuucguccUuuu.................... 1 1 seq

........................................................ucgguggAacuuucguccguuu.................... 2 1 seq

........................................................ucgguggCacuuucguccguuu.................... 2 1 seq

........................................................ucggugggacuuucgucAguuu.................... 1 1 seq

........................................................ucggugggacuuucguccgCuu.................... 6 1 seq

........................................................ucggugggacuuucCuccguuu.................... 6 1 seq

........................................................ucggugggacuuucguccguuC.................... 7 1 seq

........................................................ucggugggacuuucgGccguuu.................... 5 1 seq

........................................................ucggugggacuuCcguccguuu.................... 2 1 seq

........................................................ucgUugggacuuucguccguuu.................... 4 1 seq

........................................................ucggugggacAuucguccguuu.................... 4 1 seq

........................................................ucggugggacuuucguccguAu.................... 1 1 seq

........................................................ucggugggacuuAcguccguuu.................... 5 1 seq

........................................................ucggugggGcuuucguccguuu.................... 5 1 seq

........................................................ucggugggacuuuUguccguuu.................... 9 1 seq

........................................................ucUgugggacuuucguccguuu.................... 2 1 seq

........................................................ucgguAggacuuucguccguuu.................... 6 1 seq

........................................................ucggugAgacuuucguccguuu.................... 3 1 seq

........................................................ucgCugggacuuucguccguuu.................... 2 1 seq

........................................................ucgAugggacuuucguccguuu.................... 3 1 seq

........................................................ucggugggCcuuucguccguuu.................... 2 1 seq

........................................................uGggugggacuuucguccguuu.................... 1 1 seq

........................................................Gcggugggacuuucguccguuu.................... 2 1 seq

........................................................ucggugggacuuucguccgGuu.................... 10 1 seq

........................................................ucggugggacuuucguccguuuU................... 38 1 seq

........................................................ucggugggacuuucguccguuug................... 1 0 seq

........................................................ucggugggacuuucguccguuuA................... 11 1 seq

........................................................ucggugggacuuucguccguuuC................... 1 1 seq
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........................................................ucggugggacuuucguccguuuUu.................. 7 1 seq

.........................................................cggugggacuuucguccguu..................... 2 0 seq

.........................................................cggugggacuCucguccguuu.................... 1 1 seq

.........................................................cggugggacuuucguccguuu.................... 14 0 seq

.........................................................cggugggacuuucgCccguuu.................... 2 1 seq

...........................................................guggAacuuucguccguuu.................... 1 1 seq

............................................................ugggacuuucguccguCu.................... 1 1 seq

............................................................ugggacuuucguccguuu.................... 2 0 seq

............................................................ugggacuuucguccguAu.................... 1 1 seq


