miRBase precursor
Total read count

: dme-mir-276a_MI10000359
: 69320

dme-miR-276a-3p_MIMAT0806337 read count cA
dme-miR-276a-5p_MIMATOD®8336 read count UU
dme-miR-276b-5p_MIMATOD28835 read count ~G
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5"~ ccugguuuuugccaucagcgagguauagaguuccuacguucauuauaaacucguaggaacuucauaccgugcucuuggaagaccaaaaaacaaccaag -3" exp
A (O (O () (O (O D0)00)>)EED)D I DEED)DEDD)))) FEFEEPEREEEE reads mm sample
1 1 seq
13 1 seq
3 0 seq
11 0 seq
1 1 seq
1 1 seq
12 0 seq
1 1 seq
2 1 seq
126 0 seq
1 1 seq
2 1 seq
8 1 seq
1 1 seq
1 1 seq
3 1 seq
1 1 seq
7 1 seq
3 1 seq
4 1 seq
................ agcgagguauagaguuccuac 653 0 seq
________________ agcgUgguauagaguuccuac 1 1 seq
................ agcgagguauagagGuccuac 1 1 seq
................ agcgagguauagGguuccuac 4 1 seq
________________ agcgagguauagaguuGcuac 1 1 seq
................ agcgagguauaAaguuccuac 2 1 seq
.agcgagguauagagCuccuac. . 3 1 seq
................ agcgagguauagaCuuccuac 1 1 seq
................ agcgagguauagaguAccuac 14 1 seq
3 1 seq
2 1 seq
1 1 seq
7 1 seq
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2 1 seq

2 1 seq

4 1 seq

1 1 seq

3 1 seq

1 1 seq

1 1 seq

2 1 seq

1 1 seq

1 1 seq

2 1 seq

2 1 seq

5 1 seq

2 1 seq

2 1 seq

10 1 seq

2 1 seq

2 1 seq

1 1 seq

1 1 seq

2 1 seq

1 1 seq

1 1 seq

3 1 seq

5 1 seq

1 1 seq

45 1 seq

13 1 seq

42 1 seq

.agcgagguauCgaguuccuacg. . . 7 1 seq
................ Ugcgagguauagaguuccuacg 12 1 seq
................ agcgagguauagaguuccuacU 1 seq
________________ agcgalguauagaguuccuacg 8 1 seq
................ agcgaggCauagaguuccuacg 39 1 seq
.agcgagguauagaguucGuacg. . - 1 seq
................ agcgagguauagagGuccuacg 9 1 seq
................ agcgagguauagaguuAcuacg 12 1 seq
................ agcgagguUuagaguuccuacyg 5 1 seq
................ agcgCgguauagaguuccuacg 5 1 seq
................ agcgagguauagaguuUcuacg 112 1 seq
................ agcgagguaulUgaguuccuacg 4 1 seq
................ agcgagguaAagaguuccuacg 23 1 seq
................ agcgagguauagaguucUuacg 35 1 seq
................ agcgagguauagaCuuccuacg 14 1 seq
................ agcgagguGuagaguuccuacg 19 1 seq
.agcgagguauagaguuccuaAg. . - 6 1 seq
................ aUcgagguauagaguuccuacg 1 seq
................ agcgagguauagaguCccuacg 54 1 seq
................ agcgagCuauagaguuccuacg 1 1 seq
................ agcAagguauagaguuccuacyg 40 1 seq
.agcgagguauagaguuccuGceg. . . 26 1 seq
................ agcgaCguauagaguuccuacg 12 1 seq
................ agcgagguCuagaguuccuacg 6 1 seq
................ agcgagguauagaguGecuacg 6 1 seq
................ agcgagguauagUguuccuacg 16 1 seq
................ agcgagguauagaguucculcg 11 1 seq
................ agcgagguauagaguuccuacg 13998 0 seq
................ agcgagguauagaguuccAacg 19 1 seq
................ agcgaggAauagaguuccuacyg 46 1 seq
................ agcgagguauagaguuccuacC 26 1 seq
................ agcgagguauaAaguuccuacg 87 1 seq
.agcgagguauagaguAccuacg. . - 125 1 seq
................ agcgagguauagCguuccuacg 13 1 seq
................ agcgagguauagaguuccuaGg 7 1 seq
................ agcgUgguauagaguuccuacyg 10 1 seq
________________ agcgagguauaCaguuccuacg 9 1 seq
.agcgagguauagagCuccuacg. - - 44 1 seq
................ agcgaAguauagaguuccuacyg 28 1 seq
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4 1 seq

14 1 seq

34 1 seq

28 1 seq

8 1 seq

27 1 seq

9 1 seq

7 1 seq

7 1 seq

54 1 seq

13 1 seq

12 1 seq

13 1 seq

109 1 seq

59 1 seq

25 1 seq

23 1 seq

39 1 seq

21 1 seq

27 1 seq

8 1 seq

1 seq

................ agCgagUuaUAgAJUUCCUBCT - - - -« =« = - w e e m m e e e mmm e m e e mm e e e e e e e 3 1 seq
................ E=TeTefeT=Te o UE=TUETe oo U 0T oT o0 o o 29 1 seq
................ agcgaggAauagaguuccuacgu 1 1 seq
................ aAcgagguauagaguuccuacgu 2 1 seq
................ agcgagguauagaguucUuacgu 1 1 seq
................ agcgagguauGgaguuccuacgu 1 1 seq
................ agcgagguauagaguuccuacCu 2 1 seq
.agcgagguauaAaguuccuacgu. . 1 1 seq
................ agcgagguauagGguuccuacgu 2 1 seq
................ agcgaAguauagaguuccuacgu 2 1 seq
7 1 seq

9 1 seq

58 0 seq

3 0 seq

1 1 seq

1 1 seq

1 1 seq

2 1 seq

1 1 seq

1 1 seq

3 0 seq

16 0 seq

_________________ gcgaAguauagaguuccuacg 4 1 seq
. .gcgagguauagaAuuccuacg. . . 2 1 seq
................. gcUagguauagaguuccuacg 2 1 seq
................. gcgagguauagaguucculcg 1 1 seq
................. gcgagguauagaguCccuacg 3 1 seq
................. gcgagguauaAaguuccuacg 3 1 seq
. .gcgagguauagCguuccuacg. - . 2 1 seq
................. gcgagguauagaguuccCacg 1 1 seq
................. gcgGgguauagaguuccuacg 1 1 seq
................. gcgagguauagaguucUuacg 6 1 seq
................. gcgagguauagaguuccuacC 1 1 seq
................. gcgagguauagaguuccAacg 3 1 seq
................. Acgagguauagaguuccuacg 5 1 seq
................. gcgaggGauagaguuccuacg 3 1 seq
................. gcgagguauagaluuccuacg 1 1 seq
................. gcgagguaCagaguuccuacg 1 1 seq
................. gcgaCguauagaguuccuacg 1 1 seq
. .gcgagguauagaguulcuacg. . . 1 1 seq
................. gcgagguauagGguuccuacg 1 1 seq
................. gUgagguauagaguuccuacg 1 1 seq
................. gcgagguauagaguuccuCcg 2 1 seq
................. gcgagguauagaguAccuacg 2 1 seq
. .gcgagguGuagaguuccuacg. - . 1 1 seq
................. gcgagguauagaguuccuacg 515 0 seq
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1 1 seq

2 1 seq

1 1 seq

6 1 seq

866 0 seq

1 1 seq

1 seq

2 1 seq

27 1 seq

1 1 seq

2 1 seq

1 1 seq

1 1 seq

1 1 seq

4 1 seq

1 1 seq

7 1 seq

13 1 seq

1 1 seq

8 1 seq

uaUgaacuucauaccgugcucu. . . 18 1 seq
uaggaacuucaAaccgugcucu 22 1 seq
uaggaacuuCaGacCgUYCUCU - - v v o o i ve e e meee e memamm s 8 1 seq
uaggaaCAUCaUACCOUGCUCU - . -« v e ve e eemec e mmemen s 36 1 seq
UaggaacuUCauaCCOUYCGCU - - v v o e e e e ieea e meamm s 39 1 seq
uagUaacuucauacCgUYCUCU - - v« o oo vw e e meea e mema e m s 31 1 seq
uagCaacuucauaCCguUgCUCU - . - v e veee e me e e mmemen s 19 1 seq
uaggalcuucauacCgugCUCU. - - - cc e e e e mmmaaaaaaaaa s 11 1 seq
uaggaacuucauaccgugcucA 47 1 seq
uaggaacuucaCaccgugcucu. . . 63 1 seq
uaggaacuucauaGcgugcucu 20 1 seq
UaggaacuUUCaUGCCOUYCUCU - -« v o v e e e mee e e memamm s 57 1 seq
uaggaacuuGauaCCgUGCUCU - . - v e e e eemec e mmemee s 7 1 seq
uaggaacuucauaCAgUQCUCU. - - - o e e e e e eeemeaaaaaaa s 29 1 seq
uaggaacuuCcauacCguUgCUGU - - v v oo i ve e e i e e e i ea e a s 10 1 seq
uaggaacuucauacCguuUCUCU . .« . v o veceeie e e ane e e s 24 1 seq
uaggaacuucaualCguUgCUCU. - - - o e e e e eemmmaaaaaaaa s 39 1 seq
UagAaaCuUCaUaCCOUYCUCU - - v v o v e e e ee e e memamm s 72 1 seq
uaggaaluucauaccgugcucu 11 1 seq
uaggaacuAcauaccgugcucu. . . 16 1 seq
uaggaacuucCuaccgugcucu 12 1 seq
uaggaacuucauacCguUCCUCU .- v o v e e ee e ie e e anemee s 40 1 seq
uaggaacuucauacCCugCUCU. - - - cc e e e e emmmaaaaaaaa s 84 1 seq
uaggaacuuCauaCCOUGAUCU - - v« o o o ee e e i e e e meea e m s 9 1 seq
UaggaaCuUCaUaACGUGCUCU - . - v e e e eemec e mmemen s 19 1 seq
uaggaacCuuUCaUaCCgUACUCU. - - o e e e e eeeemeeaaaaaa s 104 1 seq
uaggaacuucauacCguUgCUCG .. - v v o i i ve e e i e e e a s 19 1 seq
uaggaacuucauacCgCgCUCU .- .« o v e vece e ie e e mnamee s 218 1 seq
uUggaacuucauaccgugcucu. . . 12 1 seq
uaggaacuucauacUgugcucu 52 1 seq
UaggaaCuUCaUACCAUGCUCU - . -« v e ve e ee e cmmmemen s 183 1 seq
..................................................... GaggaacuuCaUaCCYUYCUCU - - -« v w e o mwe e e mwme e mwem 23 1 seq
uaggaacGuCauaCCOUYCUCU - - v v o v e e e e e e meea e m s 8 1 seq
UaAgaaCuUCaUACCOUGCUCU - . -« v e e e eemec e mmemen s 26 1 seq
uaCgaacuucauacCguUgCUCU. - - - cc e e e e e mmeaaaaaana s 16 1 seq
uaggaacuulauacCgUOCUCU - -« w o o s vw e e meee e mema e m s 23 1 seq
uaggCacuucauaccgugcucu 13 1 seq
uaggaacuucaulccgugcucu. . . 7 1 seq
29286 0 seq

7 1 seq

....................... 23 1 seq
....................... 34 1 seq
_______________________ 7 1 seq
....................... 245 1 seq

62 1 seq

9 1 seq

722 1 seq

184 1 seq
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uaggaacuucauaccgugcucuu. .
uaggaacuucaualcgugcucuu
uaggaacuucauaccgGgcucuu
uaggaGcuucauaccgugcucuu
uaggaacuucauaccAugcucuu
uaggaacuucauaccCugcucuu
uaggaacuucauaccgugAucuu
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a o
ey

W R PR NRRPRNRRPRRRERDNMRRRRRNRERLERR

P R R PR R RRPRRRPRRPRORIEROORRIERRERORIERORIRRRRRRIERRRRERORIERRRRERRRRRERERRRRIERRRIERRRRERIERRLERRR R

seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq
seq



dme-miR-276b-5p_MIMAT0020815
dme-miR-276a-5p_MIMATO000336

ccugguuuuugccaucagcgagguauagaguuccuacguucauuauaaacucgd

aRuAT

BpaMdidac00g0aagacc

aaccaag

220

N AR R R R R

O O Fr O FP O Fr O Fr

seq
seq
seq
seq
seq
seq
seq
seq
seq



