
miRBase precursor : dme-mir-274_MI0000355
Total read count : 305
dme-miR-274-5p_MIMAT0000332 read count: 303
dme-miR-274-3p_MIMAT0020800 read count: 2
remaining reads : 0 5'
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dme-miR-274-5p_MIMAT0000332

dme-miR-274-3p_MIMAT0020800

uccuguguugcaguuucguuuugugaccgacacuaacggguaauuguuuggccgccaggauuacucguuuuugcgaucacaaauuaugaaauugcagcaa -3'5'- exp

.....(((((((((((((((((((((.((.((..(((((((((((..((((...)))))))))))))))..)))).)))))))..)))))))))))))). reads mm sample

.................guuuugugaccgacacuaacgggu........................................................... 1 0 seq

...................uuugugaccgacacuaacA.............................................................. 1 1 seq

...................uuugugaccgacacuaacg.............................................................. 5 0 seq

...................uuugugaccgacacuaacggg............................................................ 7 0 seq

...................uuugugaccgacGcuaacggg............................................................ 1 1 seq

...................uuugugaccgacacuGacgggu........................................................... 1 1 seq

...................uuugugaccgacacuaacCggu........................................................... 1 1 seq

...................uuugugaccgacacuaacAggu........................................................... 1 1 seq

...................uuugugaccgacacuaacgggA........................................................... 1 1 seq

...................uuuguUaccgacacuaacgggu........................................................... 1 1 seq

...................uuugugaccgacacuaacgggG........................................................... 1 1 seq

...................uuugugaccgacacuaacgggu........................................................... 60 0 seq

...................uuugugaccgacacuaacggCu........................................................... 1 1 seq

...................uuugugaccgacacuCacgggua.......................................................... 1 1 seq

...................uuugugaccgacacuaacggguU.......................................................... 2 1 seq

...................uuugugaccgacaUuaacgggua.......................................................... 1 1 seq

...................uuugugaccgacacCaacgggua.......................................................... 1 1 seq

...................uuugugaccgacacuaacgggAa.......................................................... 5 1 seq

...................uuuAugaccgacacuaacgggua.......................................................... 2 1 seq

...................uuugugaccCacacuaacgggua.......................................................... 1 1 seq

...................uuugugaccgacacuaacgggGa.......................................................... 1 1 seq

...................Auugugaccgacacuaacgggua.......................................................... 1 1 seq

...................uuugugaccAacacuaacgggua.......................................................... 1 1 seq

...................uuuguAaccgacacuaacgggua.......................................................... 1 1 seq

...................uuugugaccgacacuaacgggua.......................................................... 136 0 seq

...................uuugugaccgacacuUacgggua.......................................................... 1 1 seq

...................uuugugaccgacacuaacggguaU......................................................... 32 1 seq

...................uuugugaccgacacuaacgggAaa......................................................... 2 1 seq

...................uuugugaccgacacuaacgggCaa......................................................... 1 1 seq

...................uuugugaccgacacuaacggguaa......................................................... 25 0 seq

...................uuugugaccgacacuaacggCuaa......................................................... 1 1 seq

...................uuugugaccgacacuaacggguaC......................................................... 4 1 seq

....................uugugaccgacacuaacgggu........................................................... 1 0 seq

....................uuUugaccgacacuaacgggua.......................................................... 1 1 seq



uccuguguugcaguuucguuuugugaccgacacuaacggguaauuguuuggccgccaggauuacucguuuuugcgaucacaaauuaugaaauugcagcaa

dme-miR-274-5p_MIMAT0000332

dme-miR-274-3p_MIMAT0020800

...............................................................cucguuuuugcgaucacaaauAau............. 1 1 seq

...............................................................cucguuuuugcgaucacaaauuau............. 1 0 seq


