
miRBase precursor : dme-mir-263b_MI0000383
Total read count : 916
dme-miR-263b-3p_MIMAT0020822 read count: 372
dme-miR-263b-5p_MIMAT0000362 read count: 544
remaining reads : 0
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dme-miR-263b-3p_MIMAT0020822

dme-miR-263b-5p_MIMAT0000362

uugcugacuuugagucuuggcacugggagaauucacaguugacuuuauuauucugugguucugcgggugccaaaacuuaaaaaccggcuu -3'5'- exp

..((((..(((((((.((((((((.(.(((((.(((((.(((.....)))..)))))))))).).)))))))).)))))))...)))).. reads mm sample

...............cuuggcacugggaAaauuc........................................................ 1 1 seq

...............cuuggcacugggagaauuc........................................................ 2 0 seq

...............cuuggcacugggagGauuca....................................................... 1 1 seq

...............cuuggcacugggagaaAuca....................................................... 2 1 seq

...............cuuggcacugggagaCuuca....................................................... 1 1 seq

...............cuuggcacugggagaauuca....................................................... 46 0 seq

...............cuuggcacugggaAaauuca....................................................... 1 1 seq

...............cuuggcacugggagaauAca....................................................... 1 1 seq

...............cuuggcacuggAagaauuca....................................................... 1 1 seq

...............cuuggcacugggGgaauuca....................................................... 1 1 seq

...............cuCggcacugggagaauuca....................................................... 1 1 seq

...............cuuggcacugggagaauuUac...................................................... 1 1 seq

...............cuugUcacugggagaauucac...................................................... 1 1 seq

...............cuuggcacugAgagaauucac...................................................... 1 1 seq

...............Auuggcacugggagaauucac...................................................... 1 1 seq

...............cuuggcacugggagaauucaU...................................................... 1 1 seq

...............cuuggcacugggagaauucac...................................................... 62 0 seq

...............cuuggcacugggagUauucac...................................................... 1 1 seq

...............cuuggcacugggagaaAucac...................................................... 1 1 seq

...............cuuggcacugCgagaauucac...................................................... 1 1 seq

...............cuuggcacugggagCauucac...................................................... 2 1 seq

...............Auuggcacugggagaauucaca..................................................... 6 1 seq

...............cuuggcacugggaUaauucaca..................................................... 1 1 seq

...............cuuggcacugggagCauucaca..................................................... 2 1 seq

...............cuugCcacugggagaauucaca..................................................... 1 1 seq

...............cuuggcacugggagUauucaca..................................................... 2 1 seq

...............cuuggcacugggagaauucaca..................................................... 101 0 seq

...............cuugAcacugggagaauucaca..................................................... 1 1 seq

...............cuuggcacugggagaauucacC..................................................... 1 1 seq

...............cuuggcacugggCgaauucaca..................................................... 1 1 seq

...............cuuggcacugggagaauCcaca..................................................... 1 1 seq

...............cuuggcacugggagaauucacag.................................................... 242 0 seq

...............cuuggcacugggGgaauucacag.................................................... 3 1 seq

...............cuuggcacugggagCauucacag.................................................... 3 1 seq



uugcugacuuugagucuuggcacugggagaauucacaguugacuuuauuauucugugguucugcgggugccaaaacuuaaaaaccggcuu

dme-miR-263b-3p_MIMAT0020822

dme-miR-263b-5p_MIMAT0000362

...............cuuggcacugggagaCuucacag.................................................... 3 1 seq

...............cuuggcacugggagaauucacaA.................................................... 5 1 seq

...............cuuggcacugggagaauucacCg.................................................... 1 1 seq

...............cuuggcacugggagaaCucacag.................................................... 1 1 seq

...............cuuggcacugggagaauGcacag.................................................... 1 1 seq

...............cuuggcacuggAagaauucacag.................................................... 1 1 seq

...............cuugUcacugggagaauucacag.................................................... 2 1 seq

...............cuuggcacCgggagaauucacag.................................................... 1 1 seq

...............cuugAcacugggagaauucacag.................................................... 3 1 seq

...............cuuggcacugggaAaauucacag.................................................... 1 1 seq

...............cGuggcacugggagaauucacag.................................................... 1 1 seq

...............Auuggcacugggagaauucacag.................................................... 14 1 seq

...............cuugCcacugggagaauucacag.................................................... 1 1 seq

...............cuuggcacugggagUauucacag.................................................... 1 1 seq

...............cuuAgcacugggagaauucacag.................................................... 3 1 seq

...............cuuggcacugggagaauucacagu................................................... 5 0 seq

...............cuuggcacugggagaauucacagA................................................... 1 1 seq

...............cCuggcacugggagaauucacagu................................................... 1 1 seq

................uuggcacugggagaauucUca..................................................... 1 1 seq

................uuggcacugggagaauucaca..................................................... 2 0 seq

.....................................................ugugguucugcgggugccaa................. 2 0 seq

.....................................................Agugguucugcgggugccaaaac.............. 1 1 seq

......................................................gugguucugcgggugcca.................. 1 0 seq

......................................................gugguucugcgggugccaa................. 2 0 seq

......................................................gugguucugcAggugccaa................. 1 1 seq

......................................................gugguucugcgggugccaaa................ 1 0 seq

......................................................gugguucugcgggugccaaaa............... 29 0 seq

......................................................gugguucugcgUgugccaaaa............... 4 1 seq

......................................................gugguucugcgggugccaaaG............... 1 1 seq

......................................................gugguucugcggguCccaaaa............... 1 1 seq

......................................................guggCucugcgggugccaaaa............... 1 1 seq

......................................................gugguucugcgggugccCaaac.............. 1 1 seq

......................................................guUguucugcgggugccaaaac.............. 2 1 seq

......................................................guAguucugcgggugccaaaac.............. 2 1 seq

......................................................gugguucugcgggGgccaaaac.............. 2 1 seq

......................................................gugguucugcAggugccaaaac.............. 2 1 seq

......................................................gugguucugcggAugccaaaac.............. 1 1 seq

......................................................gugguucugcgggugAcaaaac.............. 1 1 seq

......................................................gugguucuAcgggugccaaaac.............. 1 1 seq

......................................................gugguucugcgggugccaaaaA.............. 1 1 seq

......................................................gugguucugcgggugccaaaaU.............. 1 1 seq

......................................................gugguGcugcgggugccaaaac.............. 1 1 seq

......................................................gugguCcugcgggugccaaaac.............. 2 1 seq

......................................................gugguucugcgggugUcaaaac.............. 1 1 seq

......................................................gugguucugcgggCgccaaaac.............. 3 1 seq

......................................................gugguucugcgggugccaaaac.............. 301 0 seq

......................................................gugguucugcggguCccaaaac.............. 1 1 seq

.......................................................ugguucugcgggugccaaaa............... 1 0 seq

.......................................................Agguucugcgggugccaaaac.............. 1 1 seq

.......................................................ugguucugcgggugccaaaac.............. 3 0 seq


