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Total read count

: dme-mir-263a_M10000343
: 3415

dme-miR-263a-5p_MIMAT08R0319 read count
dme-miR-263a-3p_MIMAT0RQD799 read count
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. .aauggcacuggaagaauucacggg- - - 2147 0 seq
................. aaAggcacuggaagaauucacggg 1 seq
................. aauggcacuggaagaluucacggg 1 1 seq
................. aauggcacuggaagaGuucacggg 5 1 seq
................. aauggcacuggaagaCuucacggg 3 1 seq
................. aauggcacuggaagaauCcacggg 3 1 seq
................. aauggcacuggaalaauucacggg 6 1 seq
_________________ aauggcacuggaagaauucacugg 2 1 seq
................. aauggcacuggaagCauucacggg 7 1 seq
................. aauggcacuggaagaaGucacggg 2 1 seq
................. aauggcacuggaagaauulacggg 3 1 seq
. .aauggcacuCgaagaauucacggg- - - 1 1 seq
................. aauggcacuggaGgaauucacggg 5 1 seq
................. aauggcacuggaagGauucacggg 1 1 seq
................. aaugUcacuggaagaauucacggg 1 1 seq
................. aauggUacuggaagaauucacggg 3 1 seq
. .aaGggcacuggaagaauucacggg- - - 7 1 seq
................. Uauggcacuggaagaauucacggg 1 1 seq
................. aaugAcacuggaagaauucacggg 2 1 seq
_________________ aauUgcacuggaagaauucacggg 1 1 seq
................. aauggcacuggaaAaauucacggg 1 1 seq
................. aauggcacuggGagaauucacggg 1 1 seq
................. aauggcacuggaagaauucacggu 4 1 seq
................. aauggcacuggaagaauucCcggg 2 1 seq
................. aauggcacuggaagaauucacggC 2 1 seq
_________________ aaugCcacuggaagaauucacggg 1 1 seq
................. aauggcacuggaagaauucaAggg 1 1 seq
. .aauggcacuggaagaauAcacggg- - - 3 1 seq
................. aauggcacuggaagaauucacgAg 8 1 seq
................. aauggcacuggaagaauucacgug 6 1 seq
................. aauggcacugAaagaauucacggg 4 1 seq
................. aauggcacuggaCgaauucacggg 3 1 seq
. .aauggAacuggaagaauucacggg- - - 6 1 seq
................. aauggcacuggaaCaauucacggg 1 1 seq
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